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available for crops and greatly complemented breeding

programs. Numerous marker technologies have been

developed based on the DNA sequence variation and

its efficient detection (genotyping). Most commonly

used DNA markers techniques includes Restriction

Fragment Length Polymorphism (RFLP), Amplified

Fragment Length Polymorphism (AFLP), Random

Amplified Polymorphic DNA (RAPD), Simple Sequence

Repeats (SSRs), Inter Simple Sequence Repeats

(ISSR), and Single Nucleotide Polymorphism (SNP).

Each marker based application has specific

requirements; for instance, genetic purity testing

mostly needs ten to twenty informative markers,

whereas applications like genome-wide association

study prefer to have thousands of markers. In addition,

the cost of genotyping and technological requirements

are variable with the marker techniques.

Gene-specific markers have several advantages

in studies like allele-mining, haplotype association,

QTL/gene mapping, and marker-assisted breeding. In

this regards, SNP markers are always a choice

considering the high level of abundance in the genome.

Besides providing abundant availability and lowest cost

per genotype, SNP marker techniques have several

limitations, like the requirement of high-end technology

and prior sequence information, and not cost-efficient

for smaller assays. Similarly, PCR-based marker

techniques like RAPD, SSR, and ISSR are more

convenient for less equipped labs but suffers from

Abstract

Whole genome sequence availability in rice has provided

several advantages for genomics as well as other omics

assisted applications. Genome-wide molecular markers are

one of such availability that has exceptional importance in

modern plant breeding. In the present study, a resource of

intron-spanning primers (ISPs) was developed using whole

genome sequence information of two rice subspecies,

japonica (cv. Nipponbare) and indica (cv. 93-11). The ISPs

were designed in a way that the PCR using a cDNA template

will yield 60 to 100 base pair size amplicon ideal for the

quantitative PCR analysis. Whereas, PCR using genomic

DNA will amplify the introns, which are more prone to

sequence variation. The sequence variation in the intron

serves as an excellent marker resource.  The application of

ISPs was demonstrated by characterizing 12 diverse rice

cultivars. A total of eight out of ten ISPs were found to be

polymorphic. The resource will be helpful for the rice

molecular biologist and breeder community.
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A molecular/DNA markers are segments of DNA

having variability across the genotypes, which is helpful

to associate with genomic location, gene or phenotype.

During the past few decades, molecular markers have

found to be useful for several applications in plant

breeding and molecular biology like marker-assisted

breeding, genetic mapping of QTLs and genes, genetic

diagnosis, and diversity evaluation. More particularly,

markers provide deeper insights into the diversity
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limited availability. In this regards, markers exploring

the variation in the introns has unique advantages.

Introns being higher polymorphic sequence compared

to the flanking exonic regions, which is mostly

conserved provide an opportunity to develop markers.

Intron-Length Polymorphism (ILP) markers provide

information about variation in the length of introns

between different genotypes, and they are preferred

due to their high specificity, robustness and

reproducibility nature, co-dominant multi-allelic genetic

inheritance pattern and distribution in the gene regions.

Furthermore, since most of the genes (85%) in rice

genome contain introns (Deshmukh et al. 2016), so a

set of genome-wide ILP markers is likely to cover most

of the genome.

In several whole genome sequenced plant

species, efforts have been made towards the

development of ILP markers (Wang et al. 2006; Zhao

et al. 2008; Zhao et al. 2009; He et al. 2015; Gupta et

al. 2011; Muthamilarasan et al. 2014; Choi et al. 2004;

Shu et al. 2010). However, most of these studies have

adopted conventional homology-based approaches for

genome-wide ILP marker development. The homology-

based approaches are not efficient to target all the

sequence data. With the comparison, ISP pairs

expected to provide polymorphism among these

genotypes were identified. We have also shown

polymorphism for randomly selected 10 markers

among 12 diverse rice cultivars. Importantly, the primer

sets are designed in a way that they produce 60 to

120 bp amplicon on the cDNA template, which can be

used for gene expression analysis using Q-PCRs.

Genome-wide intron spanning marker designing
in rice

Whole genome sequence data of cultivar Nipponbare

in the form of pseudo molecules, and annotations in

GFF3 format were retrieved from Rice Genome

Annotation Project database (http://rice.plantbiology.

msu.edu/). Similarly, whole genome sequence

information and annotations for cultivar 93-11 were

retrieved from BGI rice database (http://rise2.

genomics.org.cn/page/rice/index.jsp). Introns along

with exon sequence of 60 bp flanking to each side of

each intron were extracted based on annotation

information using GFF parser (https://biopython.org/

wiki/GFF_Parsing). To identify ILP between

Nipponbare and 93-11, in silico PCR was performed

Fig. 1. A. Schematic depicting the use of primer pairs for identification of ILP

markers using genomic DNA and for gene expression analysis using

Q-PCR. Both forward and reverse primers are designed from the

region spanning an intron, and based on the presence of InDels

(Insertions/deletions), resulting PCR product would have different

length in different accessions. B. Validation of two ILP markers

(RIM01g01450_1 and RIM01g01470_1) using genomic DNA of different

rice accessions

annotated genes; thus they

usually provide low-genomic

coverage. In addition, previously

published most of the ILP marker

sets do not provide any additional

information about the

polymorphism. Recently, Badoni

et al. (2016) have explored the

whole genome sequenced lines

to prioritize a subset of IPL

markers based on the

computationally predicted

polymorphism. The IPL marker

which showed polymorphism

between two genotypes is more

likely to show polymorphism with

other genotypes. In this regard,

publically available whole

genome sequence information of

cultivar Nipponbare (japonica rice)

was explored to develop Intron

Spanning Primer (ISP) sets.

Subsequently, the predicted

amplicons were compared with

cultivar 93-11 (indica rice) that

also have publically available

high-quality whole genome
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for all the primer sets using multithreaded e-PCR (me-

PCR) and amplicon with these two genomes was

compared in MS Excel.

A total of 84,634 genome-wide ISPs covering

the entire set of 12 rice chromosomes were developed

(Supplementary Table S1). Of the identified total ISPs,

we found 35,326 ISPs produced amplicon polymorphic

among Nipponbare and 93-11 cultivars. Based on the

polymorphism among indica (93-11) and japonica
(Nipponbare), the sorted sub-set is considered as

informative ILP markers. Of the total ILP markers,

22938 of them are ³10 and <20 bp in length, which

could be visualized using 4% agarose gels or

Polyacrylamide gel electrophoresis (PAGE). A total

of 2134 ILPs were found to be ³20 bp in length, which

could be easily visualized by normal 2-3% agarose

gel electrophoresis (Supplementary Table S2).

Validation of the intron-spanning primers

We randomly selected 10 ISPs (Table 1) to check

polymorphism among 12 diverse rice cultivars

belonging to both japonica and indica subspecies.

Genomic DNA was extracted from japonica cultivars

(Taipei 309, Nipponbare) and indica cultivars (Apo,

Swarna, N22, IR64, Kalakeri, Selumpikit, IR36, HBC

19, and Basmati 370) and amplified using a set of the

randomly selected 10 ISP primers. PCR products were

evaluated for these ILPs on 2% agarose gel. A total 8

of these 10 ISPs showed polymorphism among the

analyzed cultivars. Figure 1B shows the polymorphism

of 2 selected ISPs (RIM01g01450_1 and RIM01g

01470_1) in 12 diverse rice cultivars. The polymor-

phism could easily be visualized in 2% agarose gel.

In accordance with in-silico analysis, the marker

RIM01g01450_1 has produced an amplicon of 200 bp

size in japonica cultivars and167 bp in indica varieties

(Fig. 1B). Similarly, as expected according to in-silico

analysis, RIM01g01470_1 marker give amplicon of 175

bp in japonica cultivars whereas 133 bp amplicon in

indica cultivars (Fig. 1B).

The utility of intron-spanning primers for gene
expression analysis

The size of the amplicon is crucial if the ISPs are

used for gene expression analysis in Quantitative-PCR.

Usually, amplicon length of around 60 to 100bp is

considered good for Q-PCR analysis, as too small

amplicon size could cause confusion with primer

dimers, whereas longer amplicon length may

compromise the amplification efficiency, particularly

when short cycling times are used. Longer amplicon

also tends to create a secondary structure that could

be problematic for the correct estimation of expression

level. More importantly, intron ISP is helpful to

eradicate the problems that arise with the DNA

quantitation. As the same primer pair can be used for

both Q-PCR and ILP analysis, the amplicon size with

genomic DNA would depend upon the length of the

intron. As depicted in Fig. 1A, the total amplicon length

from genomic DNA would be 60-120 bp + length of the

intron. If there is contamination of genomic DNA in

the cDNA, it will produce two different amplicons and

subsequent steps to remove the contamination can

be performed.

The ISP resource provided in the present study

can be utilized in mapping more particularly for

Table 1. Set of intron spanning primers used for the validation of length polymorphism

ID Forward primer Length Reverse primer Length Poly-

morphism

RIM01g01450_1 AGAGATGGCAAGGTCTGCCT 20 CGTCTTTCACTCTCGTGCTG 20 Yes

RIM01g01470_1 TGGATCTCAACAAGTGCGAG 20 ACCACTCCTTCTCCCCATTC 20 Yes

RIM01g01510_12 GCGGCAAAATCCAATAAAAA 20 AATTCGTGCTTTCGTCGTCT 20 Yes

RIM01g01640_1 GCCTCCCCGAGTTCAAGT 18 GCCAGAAGACAGGAACATCA 20 Yes

RIM01g29507_7 CAAGGACCCTGAGCGAAAG 19 GAGCACTTACCAAGAACCCA 20 No

RIM01g31920_2 AAAGGCATGTGAACCGTTTG 20 ACACTCAGACTCGGACCTGC 20 Yes

RIM01g32044_2 GGAGGGAGAAGCCAAAGATG 20 TGAACAGACGAGACAATCGC 20 No

RIM01g32720_8 CTACAGTTCGTTTGGTCGGC 20 CAGGTTCCACGTAGCAATGA 20 Yes

RIM01g33990_5 CAAAAGTGGCTTTTCTTGGG 20 AGACCCTTTGCCTCATTGTT 20 Yes

RIM06g29660_1 ATGAAGCGTGGGCTCATAGT 20 GGCGAATTCCTTCTTTGCTA 20 Yes
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Quantitative Trait Locus (QTL) fine-mapping where

identification of candidate is mostly the objective along

with finding tightly linked markers. In addition, the set

is useful for the allele mining of important genes in the

most cost-efficient way. Furthermore, this high-density

genetic database of molecular markers will expedite

the molecular mapping of various QTLs associated

with various agronomic traits and associated

differentially expressed genes at the whole genome

level for marker-assisted genetic enhancement in rice.

Furthermore, given the utility of genic ISM and ILP

markers in terms of their simplicity in discovery and

designing, and their potential to find out functional allelic

polymorphism among accessions in the gene regions,

makes them an ideal tool for breeding programs.
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Sr.No. Mrker_nameJaponica_startJaponica_endJaponica_Product_SizeIndica_Product_SizePolymorphismFORWARD_PRIMER1 (5'-3')Tm(°C) Primer_size
127 RIM01g01450_1226584 226784 200 167 33 AGAGATGGCAAGGTCTGCCT61.33 20
129 RIM01g01470_1241056 241231 175 133 42 TGGATCTCAACAAGTGCGAG59.984 20
141 RIM01g01510_12265223 266304 1081 1054 27 GCGGCAAAATCCAATAAAAA59.913 20
155 RIM01g01640_1319215 320544 1329 1430 101 GCCTCCCCGAGTTCAAGT60.199 18
242 RIM01g01780_5412811 413390 579 608 29 CTGTTCCGCAATGTGTCTGT59.751 20
267 RIM01g01830_5442158 444204 2046 1987 59 TGGAAAGATCCTGAACACCC59.903 20
302 RIM01g02000_2537452 538871 1419 1398 21 ACGACCCCTCCATTTCTTCT59.935 20
313 RIM01g02020_2548619 548836 217 237 20 CCGTCAACAAAGTTTGCTCC60.668 20
327 RIM01g02090_4590154 590898 744 715 29 ATTGCCGAAACAAACACCTC59.978 20
390 RIM01g02770_1961533 962762 1229 1325 96 GCATTCAGCTCACAAAGGAA59.002 20
402 RIM01g02870_41010294 1010500 206 226 20 TGGTCTGGATGGATGGTTCT60.326 20
440 RIM01g02980_81124283 1124426 143 319 176 CAACCGTTGAAATCCGCTAT59.96 20
462 RIM01g03220_21300840 1301916 1076 1104 28 ATCAGGGCGATGCATAAAAG60.06 20
498 RIM01g03590_11457763 1457956 193 172 21 CCATGTGAGCTGCATATTCC59.105 20
529 RIM01g03820_91601455 1602310 855 702 153 TGGAATGGTTGTTCCATTTG59.222 20
596 RIM01g04520_22014615 2015191 576 535 41 TTATGTTCCAGTGCGTCAGC59.871 20
633 RIM01g04720_42132913 2133394 481 638 157 GAAATAAGTCATCTGACAGACTTGG58.405 25
642 RIM01g04860_42245945 2246352 407 459 52 CGCTGGTTACATCAACCCTT59.993 20
735 RIM01g05500_112606437 2606591 154 178 24 GGAGACTTGGTTTTGAAACTGG60.012 22
775 RIM01g05720_32728473 2729060 587 547 40 CATTACCTGGGGCATCTTGT59.813 20
796 RIM01g05800_12769618 2770114 496 476 20 GTGGTTCGGGTTCATCTCC60.319 19
815 RIM01g05830_12790511 2791115 604 564 40 GAGATCGAGCGCAAGCTG60.981 18
847 RIM01g06020_52878345 2878586 241 279 38 GGCTAATCGAATTCTTGGCA60.175 20
866 RIM01g06360_53019480 3019947 467 492 25 GTACTCAGCAAGCCAAGGGA60.397 20
935 RIM01g07070_33322202 3322933 731 866 135 GTGACGGTGACTGGGTTTG59.988 19
951 RIM01g07200_23396744 3397487 743 590 153 TTTTTAAGGTTCCGGATGGG61 20
952 RIM01g07200_33397527 3397704 177 153 24 GTCACCACGCTGAAGAATCA59.837 20
1041 RIM01g07840_33766562 3768432 1870 1840 30 CACGTAGCGATCACAAGGAA59.864 20
1050 RIM01g07840_123772861 3773556 695 789 94 AACGTCGGTCCTTCCTCTTC60.628 20
1052 RIM01g07850_23779504 3780573 1069 1032 37 AGGAGATCAACCCCAAGGAT59.755 20
1065 RIM01g07950_43843441 3844024 583 542 41 TTTGGGAGACCTCAAGCTCA60.913 20
1110 RIM01g08200_143991479 3992495 1016 1039 23 GCAGATGCGCAAGTTTGTAA60.021 20
1117 RIM01g08280_34060480 4061154 674 696 22 GGACCTCCACCATTTGAGAA59.903 20
1130 RIM01g08400_14117423 4119394 1971 1924 47 ACCAGACCTCGCAGAAGCTC62.06 20
1163 RIM01g08570_24263939 4264350 411 379 32 TTGCAGACGCAGAATCAGAG60.287 20
1177 RIM01g08730_13750079 3750253 174 195 21 CACTCAGCGGACACCATGT60.766 19
1185 RIM01g08750_24376230 4376998 768 808 40 CTGCATTTGCAGACAGGCT60.152 19
1252 RIM01g08990_94510922 4511578 656 632 24 GTTGGTTCTTCAGGGTGGAA59.943 20
1356 RIM01g09710_15009105 5011159 2054 2032 22 ATTGGAGGGATATTGGGAGG59.974 20
1384 RIM01g09960_15175286 5176233 947 794 153 GTGGCACTAGGGCTGTCGT61.296 19
1400 RIM01g10040_25236259 5236854 595 575 20 CTCCACGTCCAGCACCTC60.415 18
1405 RIM01g10040_75239561 5242946 3385 3420 35 GCTTCCATCTTCCTTCACCA60.195 20
1496 RIM01g11054_65900592 5905954 5362 5434 72 CCTCAAGGAAGTACGCCAAA60.241 20
1593 RIM01g11790_46377486 6380674 3188 3168 20 GACTTCATCAAGAAACCGGC59.676 20
1636 RIM01g11920_86475288 6476127 839 797 42 GATGTTTCCTCAGGCCTCC59.602 19
1639 RIM01g11920_116478422 6478657 235 255 20 GGACAGGTGATTGGTTCTCG60.51 20



1671 RIM01g12090_36583620 6585683 2063 1888 175 TGACACGGCACTTGAATGTT60.16 20
1683 RIM01g12240_16688740 6689854 1114 1182 68 TCTCCTCAACCGTTCTAGCC59.43 20
1688 RIM01g12240_66692643 6692849 206 354 148 TTAGGAAAAGAGATCCCATATTACTCT58.405 27
1700 RIM01g12470_96839170 6839773 603 685 82 CCTCATTTCAGAAGGACCCA60.042 20
1720 RIM01g12550_16903907 6904978 1071 1099 28 GAGCTCCCCCAATTCCTC59.542 18
1762 RIM01g12730_37043516 7045144 1628 1557 71 CTGACCAAGGAGGTGCAGAT60.261 20
1768 RIM01g12760_17061337 7063602 2265 2212 53 GACATGGACGCTGGTGTTC60.113 19
1780 RIM01g12860_57118394 7118872 478 335 143 GTATGGAAATAAATGGGCCG59.147 20
1782 RIM01g12860_77120986 7121895 909 728 181 AAAGCCCACTGAACTCATCG60.255 20
1828 RIM01g13090_17281497 7282512 1015 984 31 TTGGGTATCCACCCACAACT60.088 20
1869 RIM01g13170_67343148 7343767 619 573 46 TCATGCAGGACGATGCTCTA60.526 20
1882 RIM01g13250_17385021 7385893 872 1059 187 GAGGAGCTCCGCTCCATAG60.065 19
1883 RIM01g13250_27385874 7386541 667 724 57 TCGGAAGTGTGCTAAAGGGT59.734 20
1899 RIM01g13390_27458031 7458525 494 442 52 GTCCCCTCCAACAACAAAAA59.807 20
1928 RIM01g13530_67558593 7558820 227 255 28 CAGTTGGCAGGCAATCTACA59.864 20
1973 RIM01g13830_47757804 7758933 1129 1107 22 GCGCTGTAGGGGAGTCTGTA60.419 20
2032 RIM01g14260_57994138 7994368 230 199 31 GGTGGTGAACTGGTTAAGTGG59.362 21
2088 RIM01g14830_18290735 8291685 950 1019 69 AGAAGGAGGGGTTCTTCGC60.72 19
2116 RIM01g14910_18353481 8353964 483 577 94 TCGTGTGGAGGTCGATGTTA60.112 20
2122 RIM01g14950_78383524 8384512 988 957 31 CCTTCAGTGCTTATACCCGC59.73 20
2145 RIM01g15470_38683631 8684664 1033 988 45 TGGGATCACTAGAAGACCGC60.218 20
2149 RIM01g15520_38717977 8718683 706 743 37 ACCGTGATGGAAAATTGAGC59.939 20
2309 RIM01g16340_49265328 9266284 956 902 54 CATCACAGACCTGGAAGGCT60.261 20
2364 RIM01g16730_109498475 9499024 549 521 28 CAGCATGCCCTACTGAATTG59.297 20
2475 RIM01g18120_310149177 10150374 1197 1064 133 TGAGAGCTGTTGGAGTGACC58.968 20
2488 RIM01g18200_510185539 10187246 1707 1627 80 ATGCCCACTGCCTATCAAAC59.962 20
2492 RIM01g18210_510194552 10195247 695 722 27 CTGACACAAATGGAAGCCAA59.691 20
2509 RIM01g18360_110311585 10312664 1079 1200 121 TGCTGATGATAGCATCCCTTC60.192 21
2523 RIM01g18584_510472433 10477055 4622 4710 88 GAGCGTACTACCGATGCACA59.895 20
2564 RIM01g19040_310766868 10767571 703 619 84 AATTTTCTTCTTTGCCGCAG59.474 20
2706 RIM01g20700_111516757 11519461 2704 2735 31 TGAAGCGTACAAGGAGGAGC60.538 20
2756 RIM01g21034_111740916 11748270 7354 7421 67 ACCAGTACACCTGCCTCGAC60.182 20
2768 RIM01g21210_511833121 11833281 160 182 22 TGATGTGCCGATACCTTCTG59.673 20
2777 RIM01g21230_311845782 11847208 1426 1399 27 GTGGCGATAGCTCATTTCCT59.297 20
2779 RIM01g21230_511848911 11850850 1939 1969 30 AGGCGTCTGGCTTGTCTATG60.419 20
2795 RIM01g21420_411956482 11958852 2370 2398 28 TGGTAGCTGGTCGAAAATCC60.074 20
2804 RIM01g21420_1311961968 11962148 180 229 49 TGATCTTTCGTCAACGTGTTCT59.78 22
2831 RIM01g21640_112125400 12125586 186 160 26 GGTCACCGTACATGCTGAAG59.165 20
2845 RIM01g21780_212219765 12220744 979 949 30 TTTTTAGGCGAGGAGACAGG59.448 20
2877 RIM01g21990_112344147 12345594 1447 1511 64 CGTCAAGCCCCACATCTC60.205 18
2879 RIM01g21990_312346541 12348790 2249 2278 29 GAAGGATCTGCTGCCAATTT59.273 20
3013 RIM01g23300_11918778 1919330 552 470 82 TATGGCTAGGATGGGTTGGA60.288 20
3047 RIM01g23610_413275522 13277085 1563 1586 23 TGTTCCTTTTGTCCCCAATG60.724 20
3102 RIM01g24010_113516831 13518680 1849 1823 26 CTTCCTGCTCAAGCTCAAGG60.269 20
3129 RIM01g24040_62504894 2505823 929 960 31 CGAAGGAGATGGGTTTGAGA60.187 20
3138 RIM01g24060_713562822 13564387 1565 1639 74 CACGGTTGGCAACATTGTAA60.415 20
3157 RIM01g24180_213628246 13629070 824 765 59 CTTTGGATGTTCCAGCACAG59.288 20



3173 RIM01g24410_113761091 13761202 111 84 27 TGGAACAAAGAGGAGGAGGA59.773 20
3247 RIM01g24920_214031193 14033996 2803 2828 25 AGAAGATCTATCCATGGCGG59.105 20
3256 RIM01g24920_1114036881 14037071 190 289 99 TGTGATCCCTCATGACTTCG59.631 20
3282 RIM01g25010_314102530 14106528 3998 3886 112 ATCGTCAACGTGGGAGACAT60.395 20
3309 RIM01g25240_114252058 14252657 599 568 31 CCTCCTCCTCAACACCCTC59.622 19
3345 RIM01g25500_314453141 14453338 197 221 24 ACGATTTCCTGGCCATCTC60.026 19
3426 RIM01g26290_214900412 14901431 1019 1043 24 TGATAATGCATATGTCAGCACG59.613 22
3543 RIM01g27720_215455199 15456192 993 936 57 GGTTTGCCTTTCTGAACCAA60.088 20
3569 RIM01g27990_115644950 15647980 3030 2994 36 TTCCTGGTGCCTGTCAAGAT60.656 20
3589 RIM01g28070_210181194 10181346 152 126 26 CCCTCAGCTTGGAGAACAAC59.844 20
3605 RIM01g28184_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
3632 RIM01g28540_315975573 15976608 1035 1009 26 CAATTGGTCACAATCTTAGCCA59.996 22
3679 RIM01g28989_116231475 16231975 500 413 87 CTTCCTTGCTGGAGAGCTG58.839 19
3710 RIM01g29230_816385154 16386432 1278 1304 26 ATCAGATTTGGCTGGCTGTC60.226 20
3720 RIM01g29310_116423603 16423787 184 72 112 ATGGCGACGAAAATACCAAG59.96 20
3743 RIM01g29409_416482542 16489762 7220 7256 36 TGAAAGTGGTCTTCGGTTCC60.088 20
3756 RIM01g29488_316524833 16525446 613 707 94 AACCATTGCTCACATCATGG59.374 20
3770 RIM01g29507_716544211 16544511 300 278 22 CAAGGACCCTGAGCGAAAG60.918 19
3908 RIM01g31920_217482691 17483982 1291 1344 53 AAAGGCATGTGAACCGTTTG60.924 20
3918 RIM01g32044_217539321 17540042 721 547 174 GGAGGGAGAAGCCAAAGATG61.095 20
4014 RIM01g32720_817940687 17942326 1639 1513 126 CTACAGTTCGTTTGGTCGGC60.689 20
4195 RIM01g33990_518703977 18704364 387 420 33 CAAAAGTGGCTTTTCTTGGG59.719 20
4256 RIM01g34330_718927192 18937559 10367 10339 28 ATTCATGCTGGTCATGGAGA59.04 20
4261 RIM01g34430_518983194 18984917 1723 1692 31 TGATCCTCGAAAAGACCCAG60.187 20
4327 RIM01g35030_419380152 19380920 768 793 25 CCTCATTCAAGATGCCATTG59.075 20
4348 RIM01g35170_719466530 19466987 457 575 118 CTACAATCGCAGTTGGTGGA59.716 20
4350 RIM01g35200_219480111 19482145 2034 1878 156 CCTTCCTTATGCGAAACTCC58.787 20
4467 RIM01g36240_220061509 20063095 1586 1489 97 GTCTCTTGCGCTGACATCCT60.564 20
4587 RIM01g36940_220595702 20597332 1630 1580 50 CAAATGCATTCATGCTACCG60.096 20
4600 RIM01g37020_620652503 20653485 982 1026 44 TCTCCATCTATGGTGGCACA60.072 20
4689 RIM01g37760_621120685 21121325 640 547 93 TGGGTTATCTTTTTGGGCAG59.931 20
4783 RIM01g38140_1021359971 21360996 1025 986 39 TCGCTGACATGTGCTACCTC60.016 20
4807 RIM01g38229_221423253 21423517 264 328 64 TCGTGTCAAGCCGAGAAAAT60.776 20
4808 RIM01g38229_321423690 21424437 747 620 127 TGTCAAGAACGCAGAACCC59.822 19
4810 RIM01g38229_521424620 21424987 367 275 92 TGAAAGAAGGAGAGGAAGCAG58.801 21
4900 RIM01g39110_221993200 21994558 1358 1391 33 CGCGAGTACAAGTGCGATT60.027 19
4952 RIM01g39430_222217684 22218183 499 551 52 GATAGCAAAGCCTTTCCACG59.845 20
4954 RIM01g39464_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
4997 RIM01g39780_122435114 22436875 1761 1646 115 CATCTTCCCGTTCCTCCTC59.596 19
5034 RIM01g39960_822536815 22537058 243 218 25 GAAACCGTGTCTACCCTGGA59.966 20
5043 RIM01g40094_322618210 22622405 4195 4087 108 TTTTGGTGTTCTTGCCATGT59.024 20
5051 RIM01g40150_722646649 22647745 1096 1135 39 CAGGGCTCTGTTAACACCTCA60.297 21
5197 RIM01g40860_123096413 23102809 6396 6417 21 TGGAGATCAAGTTCACCAAGC60.248 21
5232 RIM01g41020_123226951 23227805 854 659 195 CTCCTCGCCAAGTTTGTGTT60.291 20
5288 RIM01g41450_123463168 23463360 192 224 32 GCGGTTGTGCAACGAGAT60.852 18
5365 RIM01g42080_323856267 23856788 521 604 83 ATGACCTGGTTCGCCAAA60.048 18
5394 RIM01g42250_423933896 23935155 1259 1222 37 CAGAGCAGAGCAGCGTATTG59.911 20



5407 RIM01g42460_524140637 24141706 1069 1106 37 AAATCTTGACATACAGTTTGCAGC59.734 24
5430 RIM01g42610_624236965 24237677 712 746 34 TTTCATGGATGATTTGGCTG59.474 20
5437 RIM01g42670_124268767 24270595 1828 1775 53 AGAGGGCACGAGTCCATCTA59.827 20
5467 RIM01g42830_724376928 24378333 1405 1459 54 TACAGCCTCAAAGAAGGGGA59.807 20
5493 RIM01g42990_224485179 24485857 678 705 27 AAACACATCTCCCATCCTCG59.927 20
5579 RIM01g43470_124891189 24891446 257 363 106 CAGCGATGGGGAGGACTG62.854 18
5586 RIM01g43480_724895530 24895852 322 386 64 TTATCCTTGGTACCTCCCGA59.382 20
5595 RIM01g43500_224904065 24905096 1031 1102 71 GGTGGCTGACATGTGGGT60.4 18
5654 RIM01g43844_125113486 25115491 2005 1892 113 CACCAGGCCATGAAGGAG60.197 18
5940 RIM01g46250_126299691 26301037 1346 1269 77 AATGCTCGGAGCTGAACAAG60.538 20
5943 RIM01g46330_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
5972 RIM01g46554_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
6171 RIM01g47550_127185238 27187365 2127 2097 30 ATACCCGATTGGGTCAACG60.588 19
6296 RIM01g48580_327857987 27859434 1447 1323 124 GATTTCTACCACGTATCGCGT59.128 21
6312 RIM01g48720_1227943497 27944834 1337 1308 29 TTTGGAAGGACGACTACATCG60.118 21
6315 RIM01g48760_227961086 27963664 2578 2549 29 CTCCGTCGAGGTTGTCATCT60.261 20
6327 RIM01g48810_228009008 28010020 1012 968 44 CATTCCGCAGATCTGGATTC60.57 20
6372 RIM01g49026_228173731 28174387 656 624 32 TTGAAGGAGTTTTTGGTGGC60.088 20
6438 RIM01g49420_228422344 28423227 883 916 33 CGTGCATTTGGGTCACTAAA59.585 20
6508 RIM01g49880_328650766 28651683 917 883 34 CAACCAACACAAGGAGCAGA59.873 20
6511 RIM01g49950_18776173 8777596 1423 1276 147 TGACCCACCAACAATGAGAA59.935 20
6537 RIM01g50030_328740857 28741091 234 206 28 AAACAGCTGGGCATGTTCTT59.74 20
6548 RIM01g50032_428740857 28741091 234 206 28 AAACAGCTGGGCATGTTCTT59.74 20
6627 RIM01g50590_229044592 29045213 621 706 85 AGCATTCCAAATCGAAGCAT59.674 20
6697 RIM01g50934_129246040 29247913 1873 1915 42 AGCTGAGGGTCTTCGTGGT59.85 19
6751 RIM01g51190_629424028 29424969 941 852 89 ATGGATTGGAATCTGGCATT59.204 20
6844 RIM01g51420_329568152 29568804 652 719 67 AGATCAGCTGCTCCATCGTC60.53 20
6865 RIM01g51620_529646372 29646539 167 187 20 CGTCTTCTGGGGCCTAATTT60.443 20
6901 RIM01g51940_129853802 29854389 587 614 27 ATTGTCTCCGCCACCGTAG61.071 19
6911 RIM01g51980_129873772 29874720 948 971 23 AACAGCTGCTTCTCCGGTC60.549 19
6931 RIM01g52130_329988212 29990205 1993 2013 20 CCTGCACTCCACCTACCATT59.989 20
7002 RIM01g52514_330177542 30177760 218 198 20 ATGAGCACCATGCACGTCTA60.296 20
7029 RIM01g52600_130236996 30239441 2445 2416 29 CCAACCTTTGCCGACAACTA61.049 20
7051 RIM01g52864_130398349 30399555 1206 1165 41 GTCCTCGTCGCCTCCTACTT60.786 20
7110 RIM01g53310_330635809 30636100 291 423 132 GGGGTTGATAGAACAAAGGC58.504 20
7133 RIM01g53560_630754480 30755279 799 935 136 TGTTTCCCTGAAAGTTTTGCT58.869 21
7142 RIM01g53570_230763695 30763991 296 142 154 CGTGATTGGCCTAAGCATCT60.235 20
7167 RIM01g53710_130867809 30868429 620 663 43 ACGCTGCTCTACAACGTGC60.223 19
7254 RIM01g54080_2031104595 31105284 689 768 79 CTGACGATGGTTGCTCAGTG60.463 20
7335 RIM01g54530_431363145 31363509 364 404 40 GCGCATAATTGTTGTCAGGA59.694 20
7375 RIM01g54784_231511366 31512307 941 916 25 GCTAGCAAGAATCCACAGGC59.985 20
7376 RIM01g54784_331512262 31513019 757 806 49 ATGCCTACGTTCTTGCAGAT57.449 20
7416 RIM01g54940_631601923 31603172 1249 1276 27 TGGGACTTCCTGCTGCTACT60.012 20
7539 RIM01g55860_532168657 32169513 856 967 111 TCATCAGACTTGGCCTTTTTG60.234 21
7595 RIM01g56280_332414965 32415601 636 662 26 CCACCGGATCATTTCACCTA60.713 20
7706 RIM01g56630_832671319 32671986 667 708 41 TGAGAGCTCGGTTCTACTGCT59.391 21
7795 RIM01g57073_232964730 32966379 1649 1696 47 GTGTATGGAGGTTGGCGTG59.976 19



7814 RIM01g57073_2132972936 32974274 1338 1317 21 TACCACCAAATTGAGGGCTT59.429 20
7817 RIM01g57073_2432974667 32975046 379 417 38 TCTTCAAGATGTTTGAAAGCAA57.692 22
7919 RIM01g57750_133395913 33396640 727 748 21 ACTCCTCCTAACCGGGTGTT59.856 20
7920 RIM01g57770_133408984 33409371 387 473 86 GTGTTCCTCTGCGCCTTC59.505 18
7933 RIM01g57800_633432131 33432875 744 722 22 TTCTTGTTCATGAAAGGGGG59.903 20
7945 RIM01g57880_133467743 33468547 804 845 41 CAACGTCAGCGCCTACAAC60.465 19
7947 RIM01g57890_233473252 33474058 806 715 91 TCTACAGAGGCTCACTGGCA59.726 20
8009 RIM01g58340_233709415 33710120 705 654 51 TGCAGTGTGTTTGGGAAGTG60.757 20
8035 RIM01g58640_233896930 33899974 3044 3090 46 CCTCTTCTGTGCCACTACCC59.721 20
8062 RIM01g58690_133925572 33926263 691 590 101 TTTCGTCTCCAGAGGTTCGT59.844 20
8091 RIM01g59100_134141244 34143067 1823 1849 26 GCGCTCTACAACATCCACCT60.285 20
8133 RIM01g59470_134397387 34398846 1459 1371 88 ATGGCTACCCATGCACTTCT59.579 20
8135 RIM01g59480_234400976 34401781 805 830 25 GCACATCACGAATATGGCAC59.963 20
8144 RIM01g59540_126659368 26660769 1401 1267 134 GGAGGATTCTGACAACGAGC59.81 20
8274 RIM01g60520_134995856 35000779 4923 4807 116 CGGCGTCTTTGGCATCTC62.907 18
8281 RIM01g60640_135062004 35062296 292 314 22 CGTGACCTCCCCTTCTCTC59.776 19
8368 RIM01g61460_435539289 35542626 3337 3179 158 TTCTTCATGAGCATCTCCCC60.158 20
8373 RIM01g61490_535572284 35574079 1795 1752 43 CAAGCCTCTTGATGAAACCC59.67 20
8385 RIM01g61610_135636266 35638340 2074 2117 43 CTACTTCCTCGTCCTCTCGC59.187 20
8395 RIM01g61670_235682476 35684367 1891 1863 28 TACAACCTGGAGCTCAGCAA59.591 20
8421 RIM01g61830_235767075 35767599 524 407 117 CTATTCAAGGTCGCCGTCAG60.786 20
8545 RIM01g62540_136213298 36213506 208 250 42 GAGGAGGGAGTCGAGGAAGT59.807 20
8573 RIM01g62650_236281435 36282073 638 660 22 ATTGCCAGTCATGTGGTTGA59.967 20
8654 RIM01g63020_336499721 36500736 1015 1075 60 TATCAGGCTTCTGTACCGGG60.088 20
8688 RIM01g63170_511291249 11291852 603 436 167 AGGGGGAAGTAGGGATGGAT60.89 20
8723 RIM01g63630_4876894 878015 1121 1039 82 TGTATTAATCCCCGTCCCAG59.64 20
8751 RIM01g63770_637001667 37002871 1204 1250 46 GTCTACATCATCCCGGCACT59.957 20
8789 RIM01g64200_137280174 37281063 889 788 101 CGAAGGATTTAGAATCTGCAAAC59.302 23
8798 RIM01g64230_137299103 37299390 287 265 22 CTGACCAGCTTGATGCTGAA60.136 20
8834 RIM01g64580_237469557 37470221 664 700 36 GGCCATTTGTTTACGTCGTT59.867 20
8897 RIM01g64770_1337582939 37583185 246 206 40 TTCAGGCTGAGCTTGCTGTA59.888 20
8941 RIM01g65070_937767358 37767884 526 476 50 CATGAACCTGTGTTGGTTCG60.001 20
8971 RIM01g65210_437839048 37840729 1681 1862 181 TGTCCCTGGCCTGTTTCTTA60.626 20
8984 RIM01g65340_137909610 37910128 518 465 53 TTGGTTCGGTGTGCAGACTA60.301 20
9026 RIM01g65530_538032258 38033793 1535 1594 59 CCGTCCTACTAGGCACCAAA60.125 20
9064 RIM01g65610_838092806 38093000 194 235 41 ATAGCAACTTCGCCGTCGT60.812 19
9065 RIM01g65650_138115307 38116320 1013 1064 51 ACTCAGCTGCTTCGCTGGTA61.275 20
9069 RIM01g65740_238164904 38165827 923 977 54 GCCTCTCGGTGGAGCTATC59.925 19
9071 RIM01g65780_138196812 38198816 2004 1982 22 GGTTCTTTGGAGACGACGAA60.232 20
9083 RIM01g65880_538255468 38256105 637 663 26 GGCACCTCCTGGTTCATCTA60.073 20
9087 RIM01g65950_138287044 38289517 2473 2537 64 GTCCTCTGCTCCTTCACCGT61.785 20
9108 RIM01g66100_238382373 38383913 1540 1517 23 CATGGTCATCAACATCGGC60.932 19
9408 RIM01g68020_239543697 39545525 1828 1787 41 CTTCGTCCGCCTCCTCTAC59.958 19
9460 RIM01g68260_1339668740 39669224 484 387 97 TCCTGGTACTGGTAGGGCAC59.989 20
9483 RIM01g68380_139729353 39729787 434 413 21 CTCGCGGAAGAAGGATCTC60.042 19
9500 RIM01g68430_339767754 39768262 508 560 52 TCAGGATCAACAGCAGATGG59.787 20
9523 RIM01g68510_139809487 39811068 1581 1708 127 GAAGTTGTGGCAGGCAAGAG60.975 20



9568 RIM01g69050_340129521 40129954 433 461 28 GTCGGCATAAAGCAGAAGGC62.145 20
9584 RIM01g69100_240167893 40168489 596 641 45 ATTCTGATTGCGAGGACGAC60.226 20
9592 RIM01g69120_840176881 40177536 655 678 23 TGGGGGACCAAGAAGTAATG59.784 20
9603 RIM01g69174_140204291 40205378 1087 1133 46 GTCGATGGCTCAGCACCT59.944 18
9621 RIM01g69210_1440225374 40225676 302 265 37 ATTGGCATGGAAGAGACAGC60.226 20
9635 RIM01g69250_440241649 40242032 383 423 40 TTGTAGGAACCTGCGAATGA59.272 20
9641 RIM01g69820_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
9642 RIM01g69820_219520339 19520572 233 257 24 ACCTCGAGCTGGATTACCCT60.096 20
9653 RIM01g69850_440361904 40362839 935 967 32 TGCTGACAAATGCTTTGAGG59.988 20
9679 RIM01g70000_140493088 40494298 1210 1182 28 CGTCGACAACCCTCTACTGG60.701 20
9709 RIM01g70220_740657812 40658652 840 883 43 AGGGCACGTTGTTTTCAAAT59.476 20
9778 RIM01g70520_1040846048 40846329 281 308 27 CCAAGACAGATCCACCACCT59.962 20
9872 RIM01g71200_141192692 41193889 1197 1174 23 GTCATCAAGGACAAGGCCAC60.52 20
9879 RIM01g71200_841197311 41197481 170 146 24 TTTTGTAGACAAAGCAACGGG60.152 21
9883 RIM01g71240_141219463 41221781 2318 2347 29 GATGGTACCCGACCTCGAC60.342 19
9893 RIM01g71300_341252097 41269255 17158 17217 59 GAGGGAGAGGCAGACAGTTG59.986 20
9964 RIM01g71840_2641619002 41619683 681 721 40 GAAAGTTTACCCTTGTGTTCCAA59.441 23
9994 RIM01g71960_541691681 41692879 1198 1260 62 GATGGAGCTGCATGAAAACA59.805 20
10036 RIM01g72250_241893348 41893953 605 647 42 ATTTTACACCGGATTTTGGC58.809 20
10153 RIM01g72780_342218161 42219242 1081 965 116 GGCCTTGGTTTTGTTTCTGA60.088 20
10266 RIM01g73344_242511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
10433 RIM01g74140_242946436 42946909 473 451 22 TCGCAGATGATGGGTACAAA60.073 20
10450 RIM01g74160_342959828 42960001 173 196 23 CTTGGCTGGTGTCACAGATG60.309 20
10647 RIM02g01500_10290940 291705 765 713 52 CAAGCGTAATGGGAACTGGT59.993 20
10958 RIM02g03240_15175286 5176218 932 800 132 GTGGCACTAGGGCTGTCGT61.296 19
11053 RIM02g03640_910120627 10120971 344 295 49 ATTTGCAACCACCAACCAAG60.786 20
11071 RIM02g03690_101546549 1548025 1476 1329 147 GCTTCTCAGAGCTTGGCAAC60.285 20
11116 RIM02g04100_11784982 1787419 2437 2518 81 ATCAACCACGCCTTCGTCTA60.657 20
11211 RIM02g04530_22016407 2017013 606 654 48 TCTGGGGTGAGGTTACAACG60.943 20
11213 RIM02g04530_42017745 2018069 324 353 29 ACTGTCCTCCAATCAAACCG59.966 20
11227 RIM02g04670_12097603 2099423 1820 1796 24 ACAAGTGGGTCGACCAGAAC60.009 20
11248 RIM02g04880_32255256 2255421 165 200 35 TTTTGCCTACATTTATTTTCTTGA57.243 24
11251 RIM02g04890_12259459 2259886 427 392 35 ATCAATGCCAGTGCTCGTTT60.667 20
11334 RIM02g05170_233435673 33436696 1023 1054 31 CTGTTGGCATTCATCAAGGA59.648 20
11336 RIM02g05220_12498491 2499886 1395 1366 29 CCCCCTCTGCTCCATTTAGT60.455 20
11526 RIM02g06310_23154861 3155375 514 356 158 TTCTATTTCGTCCCACCCTG59.926 20
11566 RIM02g06540_33267687 3267891 204 265 61 AAGGTGGCACCCAAATGAT60.188 19
11668 RIM02g07100_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
11717 RIM02g07340_133788602 3789569 967 935 32 GGAACAAATGGAAATCCACC59.08 20
11749 RIM02g07500_13879918 3882455 2537 2592 55 GCGTCCATATTATTCCTGGC59.397 20
11761 RIM02g07580_13927873 3928081 208 245 37 ATGGAGGCCAAAATTGGAG59.879 19
11800 RIM02g07740_64036781 4037502 721 688 33 TGATCCTCCAAAGTTGGCAC61.046 20
11802 RIM02g07760_14044744 4044899 155 176 21 CCTCGTCCACCTCCTCCT60.195 18
11906 RIM02g08260_54386299 4386947 648 589 59 AGCAGAATGCCACTTTGGAA60.776 20
11922 RIM02g08340_34430024 4430329 305 334 29 GCATAGGGAAAAGATGGCAG59.668 20
11964 RIM02g08400_14482034 4482337 303 268 35 AGAGGCATGTCGCTCTACG59.154 19
12015 RIM02g09180_24718808 4719557 749 721 28 AGGTGATTCCAATAGCGTCC59.009 20



12023 RIM02g09290_14786114 4786475 361 389 28 GAGGTGCCTCTTACTGCTGG60.012 20
12049 RIM02g09620_24947222 4948102 880 945 65 CAACATGCTCGACCTCATCA60.84 20
12119 RIM02g10140_45317054 5317259 205 322 117 AGCTGGAACAGGAGTTGGTG60.298 20
12120 RIM02g10140_55317233 5317774 541 635 94 CGGCATTGGAGGACAAAG60.192 18
12155 RIM02g10270_435572018 35574080 2062 2019 43 GCCGAGGCGGAATATGTTT62.223 19
12242 RIM02g10690_35624550 5625278 728 683 45 GCCTCGCTCCAGTACTAAGG59.101 20
12245 RIM02g10690_65625711 5626649 938 974 36 CAGGAACCAACTCCTCCAAA60.081 20
12291 RIM02g11650_117188312 17188425 113 148 35 CAAAAGCATAGGTGGCTGGT60.132 20
12353 RIM02g11910_16167121 6167899 778 850 72 ACCAGCGATGTAGCGTTTCT59.904 20
12400 RIM02g12130_46313021 6313745 724 746 22 TCATTAGTGGAAAGCGATGC58.872 20
12494 RIM02g12840_56776466 6777050 584 459 125 TGGGTCTCCAAGAAAGCCTA59.807 20
12498 RIM02g12870_36792707 6793190 483 519 36 AGGTCCATCCTAATGAGGGC60.293 20
12522 RIM02g13080_16921100 6921444 344 321 23 AGAGAGGGAGAGCAAGGAGG60.088 20
12539 RIM02g13140_96988856 6989975 1119 990 129 GCACTAATGGACATGGGAGG60.34 20
12574 RIM02g13250_511177616 11177827 211 166 45 CCATGGAGATTACAGTGGCA59.522 20
12716 RIM02g14059_47677520 7687008 9488 9607 119 AGGAGCACATTGATCTTGGC60.226 20
12717 RIM02g14110_17706938 7707116 178 146 32 CTCCCCCGACAAAGTCAAC60.494 19
12753 RIM02g14360_67881067 7881771 704 642 62 GACATGGTCGAGCAAACTCC60.667 20
12845 RIM02g14900_28300105 8301266 1161 1074 87 GTCGCCAACCAGATCGAG60.363 18
12922 RIM02g15330_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
12944 RIM02g15620_28779723 8781422 1699 1676 23 AGGCTTGAGATCCTTGACGA59.95 20
12972 RIM02g15920_59013024 9015239 2215 2147 68 CCAGAGCTGCATTTTAACACC59.761 21
12974 RIM02g15950_19042346 9043316 970 946 24 CCAATCTTGGCCGGAATC61.364 18
12983 RIM02g16040_19116225 9117213 988 1050 62 TCAAGGACCTGCAGAAGGAT59.803 20
13015 RIM02g16280_317120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
13032 RIM02g16440_113094667 13095515 848 1023 175 TCTCCGCCACTTCTCAGTCT60.135 20
13069 RIM02g16709_19544722 9548161 3439 3463 24 CTCTCCATGTTCCCCACCT59.905 19
13104 RIM02g17110_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
13186 RIM02g17700_110207577 10208058 481 385 96 CTCCACGTCTGCGTCGTC61.691 18
13323 RIM02g18320_810638807 10639289 482 445 37 ATCTGCGGGAAGTTTTTGTG60.11 20
13404 RIM02g18954_211072726 11073574 848 934 86 AGATGCTGGCATACGGAACT59.723 20
13463 RIM02g19320_111289974 11290323 349 326 23 CAACTAGTTTTGCCGCACCT60.305 20
13478 RIM02g19490_211389707 11389920 213 258 45 CGCATTCATGTCATCGTCTC60.233 20
13597 RIM02g20350_214081542 14081772 230 253 23 TAATGGCCACCTAGACCTCG60.088 20
13639 RIM02g20740_412256461 12257084 623 754 131 TGTTGTGTTAGGTGTTGGTGC59.525 21
13670 RIM02g20930_1212372025 12373068 1043 1069 26 TGTTACTGGACAACCATCGG59.415 20
13740 RIM02g21400_634210591 34210917 326 364 38 TGGCAAAAATCTGGTTTTCC59.916 20
13768 RIM02g21550_112789240 12789812 572 422 150 AAGACGAGAGGAATCTCGCA60.096 20
13787 RIM02g21630_212847218 12847879 661 681 20 GAAGCTCTCCGTCGATGAAA60.483 20
13792 RIM02g21650_112860265 12863398 3133 3202 69 ACCGACCAGGTCCTCTTCTC60.648 20
13866 RIM02g22280_813308426 13308858 432 464 32 TGCAGTTGCTAAGGGTTCCT59.875 20
13905 RIM02g22490_113015732 13016772 1040 958 82 TGCGTGCATTATTCCTTGTC59.694 20
14018 RIM02g24890_514427147 14427366 219 192 27 GAGGACGGTTCCAATCAAGA60.05 20
14027 RIM02g24970_21429877 1431113 1236 1204 32 AGATGAACGGCGATGGATAC59.923 20
14042 RIM02g25090_314563392 14563494 102 139 37 GGCAATCCTTTTCCTGTCAA60.051 20
14051 RIM02g25180_314639353 14640214 861 905 44 GCAATCATTCATCAGAGGAGG59.644 21
14074 RIM02g25340_112406429 12407257 828 802 26 TATGGGTTGGAGCAAGGAAC59.933 20



14091 RIM02g25480_414654180 14656052 1872 1821 51 TCAAAGTCCTTGTTTGCGTG59.881 20
14110 RIM02g25560_37263962 7264093 131 252 121 GTACATACCATTGCAGGCCC60.221 20
14198 RIM02g26190_1715378561 15379299 738 648 90 TCTGTCATTTTTGCAGCAGG59.988 20
14201 RIM02g26190_2015381578 15382680 1102 1053 49 GCTGTGGGCGCTAGTGAA61.141 18
14245 RIM02g26690_315667059 15667270 211 232 21 GATCTTGAATCGCTCTGGCT59.537 20
14280 RIM02g26870_215775152 15776385 1233 1268 35 TACCCGAAACAGGGAGTGAC59.966 20
14453 RIM02g27820_316465343 16465996 653 725 72 TTTGGTCCTGAAAAAGGAGG59.143 20
14481 RIM02g28074_416612522 16613530 1008 1039 31 GCAAGCGCTCACGTACTACA60.225 20
14484 RIM02g28074_816614497 16615510 1013 908 105 TGTTTCTTGATGGGAAACGA59.097 20
14490 RIM02g28074_1416617200 16624851 7651 7631 20 CGTAGACAAACCACTGCGAC59.365 20
14532 RIM02g28540_221583467 21584193 726 617 109 TCAAGTCAAGGCTTAGCTCCA60.139 21
14543 RIM02g28570_516905313 16906676 1363 1341 22 GGATGATGGTATTTGGCACC60.021 20
14558 RIM02g28660_316954667 16954961 294 273 21 TCATTTTGCTTTTGATGGCA60.193 20
14584 RIM02g28850_917071625 17072896 1271 1096 175 TCGCTTAAAAGAAGCAGGGA60.089 20
14609 RIM02g29220_126417581 26417681 100 185 85 GGGAGCTAAAGAGGCGGC62.299 18
14736 RIM02g29960_217800824 17802395 1571 1602 31 GATGGCGTCAAAGCATTCAT61.014 20
14751 RIM02g30080_217857340 17860340 3000 2956 44 CAGCTCATCAGCTCCTTGTG59.726 20
14759 RIM02g30100_317869307 17869705 398 472 74 TGAACCAGAAGCCTTCATCC60.195 20
14797 RIM02g30310_318033802 18039761 5959 6073 114 GTATGGGGATCGTGGACAAC60.057 20
14845 RIM02g30700_118284762 18286435 1673 1644 29 GAGATGTGGACCAGGGAAGA60.048 20
14970 RIM02g31290_718767833 18768528 695 720 25 AAATTGGAGACCAGCCGTC60.065 19
15037 RIM02g32360_219107922 19109089 1167 1116 51 AGCAAGGCAGAGAAGGAAAG58.815 20
15038 RIM02g32360_312479515 12480529 1014 937 77 CTCAAGCCGGAGTGGTAGC60.95 19
15041 RIM02g32360_63750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
15123 RIM02g32670_1019376246 19376581 335 271 64 GGTTTTAGCCGTTGGTGATG60.365 20
15137 RIM02g32730_319433737 19434904 1167 1264 97 GAATTCATGGGCATCCACTT59.756 20
15144 RIM02g32790_119463758 19464224 466 565 99 CGTGGCACCACAAGAAAAAT60.924 20
15180 RIM02g33080_119644235 19645555 1320 1293 27 GAGTCCGAGAACGTCGACAC60.873 20
15189 RIM02g33110_219677775 19678494 719 609 110 AATCTCATCGACGACAGATCC59.108 21
15201 RIM02g33230_719747490 19747683 193 273 80 CGAAAGAGTTCGCTGGTCAT60.397 20
15216 RIM02g33340_119802074 19802226 152 87 65 CGATGATGCTATGAAGCCTG59.4 20
15219 RIM02g33360_119815805 19816033 228 271 43 TTTTGCAACCAATTCAGCAG59.849 20
15222 RIM02g33360_411498617 11498961 344 398 54 AGATTGAAATTGTGCCAGCC60.081 20
15232 RIM02g33450_419877006 19878423 1417 1467 50 TGAGATCCTCGGTGTTTCAA59.215 20
15234 RIM02g33450_619878671 19879562 891 839 52 TTAACAACCTTGCCATTGGA59.013 20
15270 RIM02g33610_1620006495 20006788 293 263 30 CGAGCAGGAGTTCAGGTAGG60.005 20
15275 RIM02g33620_420013579 20013932 353 506 153 GAAGCAGCTCAGTGCCAAG59.871 19
15279 RIM02g33710_120103507 20104949 1442 1384 58 AGCGTCCTCGCGCTCTAC61.825 18
15343 RIM02g34130_120408766 20409026 260 300 40 GCGTTGTCAGGAGATGACATT60.134 21
15351 RIM02g34160_410454408 10456936 2528 2508 20 ATGACAGTGGGATGACAACG59.393 20
15390 RIM02g34370_220557842 20559751 1909 1857 52 CTTCCCGGACCCAGAACAT62.228 19
15409 RIM02g34490_320659524 20661581 2057 2078 21 AGCAAATTTGAGGGCGAGAT61.091 20
15412 RIM02g34500_320673732 20675980 2248 2273 25 TCAGGGTATCACTGTCATGGA58.945 21
15486 RIM02g34860_320908604 20909451 847 824 23 GATCACCCAGATCGCCTG60.164 18
15520 RIM02g35039_821026335 21032299 5964 5923 41 GAGGGCAACTGAAGCTGAAC59.997 20
15567 RIM02g35300_122527407 22527594 187 162 25 ATCCTCGCCGAGCTTCTC60.61 18
15574 RIM02g35320_521239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20



15575 RIM02g35338_221239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20
15576 RIM02g35356_221239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20
15577 RIM02g35374_221239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20
15578 RIM02g35392_221239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20
15579 RIM02g35420_221239639 21240265 626 691 65 TTCGTAAGCAGGAGTCCCTC59.43 20
15593 RIM02g35520_12196564 2198428 1864 1699 165 CGACTGGTGTCTTCGCCTAT60.277 20
15647 RIM02g36210_221836711 21837322 611 491 120 GGGCCTGGACATCAACTATG60.34 20
15669 RIM02g36450_122007568 22010043 2475 2568 93 TTGTTATGAGCTGCCTCACG60.011 20
15702 RIM02g36619_122104548 22106584 2036 2057 21 TTCTTCCTCTTCCCCCAATC60.38 20
15705 RIM02g36640_236068046 36068614 568 507 61 TCCATGGAGGACAAGGTGAC60.934 20
15706 RIM02g36640_336068625 36069440 815 782 33 AACCAATCCAGCAACAGGTC59.973 20
15941 RIM02g38660_523289681 23290139 458 485 27 CGGCCAAATCTTGCATAATC60.424 20
15960 RIM02g38710_123378909 23379632 723 775 52 GATCCGACGGAGGAGATG59.077 18
15994 RIM02g38804_123449206 23450951 1745 1690 55 GAGAGACGATCCGACAGCC60.941 19
16058 RIM02g39140_123637695 23642972 5277 5162 115 CGGATTCTTCTCCAACCTCA60.187 20
16059 RIM02g39140_223643183 23643583 400 375 25 AGGGACATCATCTCCACCCT60.737 20
16155 RIM02g39630_223413348 23414078 730 751 21 ATATGCTTCAGGAACCGTGC60.103 20
16188 RIM02g40010_224217903 24219520 1617 1638 21 GTCGACATCTTCGTCGAGC59.521 19
16258 RIM02g40490_124554384 24555425 1041 1091 50 GCTACGGCCTCTCCCAAC60.769 18
16294 RIM02g40830_924740197 24740702 505 525 20 TGATGTTGGTGGAAGTGCAT59.967 20
16325 RIM02g40940_110766745 10766934 189 167 22 AACAATGGCAAAATCGATGG60.701 20
16326 RIM02g40940_210766868 10767571 703 619 84 AATTTTCTTCTTTGCCGCAG59.474 20
16339 RIM02g41450_124811153 24813565 2412 2379 33 CTGGGTTATGCACGAGTTCC60.517 20
16397 RIM02g41904_125184741 25184932 191 225 34 CTCCTCCTGGCCATCCTC60.727 18
16440 RIM02g42220_425396379 25396705 326 476 150 TGGATTCAAGAACTTCCCAA58.117 20
16503 RIM02g42650_325649229 25652950 3721 3700 21 AATTCGAGGATGGAGACGG60.019 19
16557 RIM02g43020_225892262 25892526 264 244 20 GCTGAGAGGGCAAAGAAAGA59.694 20
16563 RIM02g43070_125931945 25932451 506 540 34 CAGGGCAGGGGCAATAAG61.536 18
16598 RIM02g43350_926154091 26154990 899 817 82 CTTCATCTGTGCAGTGGAGC59.577 20
16617 RIM02g43690_126360112 26362077 1965 2013 48 TCTCCGTCCGGCATGAAT62.612 18
16649 RIM02g43810_226437058 26437925 867 839 28 GCTGGCGTTACCATCATTTT59.967 20
16652 RIM02g43840_326467020 26467257 237 279 42 GTCCCAACTCTTCGTCCAGT59.153 20
16670 RIM02g43950_126538270 26539019 749 787 38 CTCCTCACTGGGAGATCCG60.767 19
16676 RIM02g44106_226633103 26633338 235 202 33 CATCTATGAGTCCGGCAAGG60.615 20
16677 RIM02g44106_326633453 26633846 393 414 21 CAAGCTCCCAGTCCAATACG60.647 20
16700 RIM02g44330_326815859 26816652 793 772 21 CGAGAAGCAGATACCCAAGAA59.462 21
16712 RIM02g44510_326938496 26939846 1350 1378 28 AGACAGATTCAGCCGAGCAT59.981 20
16782 RIM02g44620_227033098 27034671 1573 1624 51 GCCTGTTACATGTGGTTTGG58.9 20
16786 RIM02g44630_327040664 27041216 552 483 69 CGCTGCCATCATCTACAACA60.834 20
16815 RIM02g45054_227312849 27318013 5164 5295 131 GGAAGGCCCACTCCAAGAT61.388 19
16820 RIM02g45080_527342832 27343949 1117 1159 42 CTTCATCAGGCACTGGGATT60.073 20
16839 RIM02g45320_127543441 27543869 428 390 38 ACCGACTCCATTCGATTTTG59.933 20
16894 RIM02g45680_427782641 27784990 2349 2450 101 ACGGACATCTCGACCTTGAT59.535 20
16964 RIM02g46110_228099549 28100655 1106 1146 40 GAAGAGGACCGTACATCCCA59.927 20
16968 RIM02g46130_328109180 28109763 583 555 28 GACACCTGCAAATCAAGCAA59.847 20
16988 RIM02g46260_828209208 28209418 210 160 50 GCACTGACGTAATGCAGACC59.323 20
17003 RIM02g46370_328256931 28258199 1268 1417 149 TGGGTCCCACGAGGTTTAT60.18 19



17122 RIM02g47010_1128693248 28694255 1007 958 49 ATTTGCCTTGTTTTGCTTGG60.11 20
17148 RIM02g47120_1128758670 28759058 388 241 147 TCCAATTGATGGGGAGTTTG60.692 20
17359 RIM02g48094_129433106 29434475 1369 1306 63 GCTGCTCCAAGTGCCTCC62.127 18
17444 RIM02g48740_229828053 29828251 198 172 26 GCCCACTTGTCCCAGTCTTA60.111 20
17544 RIM02g49270_230105114 30105467 353 172 181 TCTGATGAGTTCCGATTGCC61.159 20
17545 RIM02g49270_330105266 30105768 502 321 181 ACCAAACCTGCCGAATCTTA59.569 20
17634 RIM02g49690_130358966 30359252 286 216 70 ACGAAGATGGCCATGGAG59.585 18
17699 RIM02g50040_330568852 30570363 1511 1477 34 GGCATCAACGTCCTCATCTC60.633 20
17717 RIM02g50150_430632087 30632476 389 409 20 CGCAGATCATACAGAGCACAA60.027 21
17724 RIM02g50174_730647891 30648107 216 277 61 TCAAGCGCCTATGATTCTGA59.523 20
17790 RIM02g50590_230889753 30890228 475 433 42 GCAACGAGCTACTCCCAGTC60.02 20
17881 RIM02g51230_231341355 31341517 162 183 21 GGACACCATGTGAGTTGCAT59.399 20
17934 RIM02g51540_231559801 31561288 1487 1516 29 GTGACTTGTTTTGGGTGCCT60.012 20
18062 RIM02g52280_432003707 32004321 614 592 22 AATGAATGCACACTTCTGCG59.871 20
18079 RIM02g52340_132033463 32035751 2288 2193 95 GAAGCTATCCCACTTCGCAA60.352 20
18114 RIM02g52500_232117503 32118012 509 484 25 AAGTGGAATCAGATGGGCAC59.934 20
18123 RIM02g52610_132173648 32179921 6273 6462 189 GTTTTCGAAGCCAAGCACAT60.257 20
18124 RIM02g52630_132185655 32186439 784 812 28 ACGGTCTTCGCCGTTCTT60.801 18
18253 RIM02g53670_332823246 32824032 786 734 52 AGGGGCCTTCCAAATTAGAC59.42 20
18286 RIM02g53770_932932252 32932907 655 632 23 GCCTAGCCATATGGACCACT59.034 20
18339 RIM02g53990_533052844 33054571 1727 1770 43 GCCTCCAAGCCCTTTCAT60.158 18
18360 RIM02g54000_533068854 33069798 944 922 22 CTGGAGGCTATTTTGTTGGC59.708 20
18426 RIM02g54170_333211782 33211991 209 154 55 TAATCTGTCTGGGAATCGCC60.036 20
18453 RIM02g54470_233353933 33354094 161 247 86 AAGTTCAAGTCCAACCTGCC59.187 20
18502 RIM02g54520_433394689 33395756 1067 1104 37 CTCAAGGCCTACATCGAGGA60.353 20
18505 RIM02g54550_233407540 33408167 627 657 30 CCTCTTAAAGGAGCTTCGCA59.724 20
18518 RIM02g54590_433429301 33430354 1053 1248 195 GGGACACCGAAGATACAGGA59.927 20
18609 RIM02g55030_1433710760 33711454 694 647 47 TCCGACAATGTATCTGCTGC59.83 20
18611 RIM02g55030_1633711786 33712236 450 352 98 TGGTCCTCATTCCATAACCC59.605 20
18696 RIM02g55530_933997382 33998270 888 943 55 AAAAATGATATCAAATGCCAGTAGT57.409 25
18757 RIM02g55940_334234347 34235421 1074 1104 30 AGAGGGTGAGGGACGAGTTT60.111 20
18777 RIM02g55970_434250668 34250875 207 243 36 TTGCCTTGGTTTATTAGCCC59.078 20
18799 RIM02g56030_134293818 34294297 479 425 54 CTCGCTTCTCCGGTAAATCC61.08 20
18826 RIM02g56130_334346356 34347260 904 804 100 CTGCAGGCAGAACAAGACTG59.77 20
18838 RIM02g56290_618319925 18320106 181 347 166 GCACTAGCAAGAAGGATGGC59.985 20
18839 RIM02g56290_77995040 7995530 490 656 166 AAGGAATTGGAGCACATTCG60.074 20
18841 RIM02g56290_97995976 7996433 457 531 74 TGGGTGTATGAATGGCAAGA59.924 20
18875 RIM02g56360_434496632 34497386 754 793 39 TGCGCTCCTATCTACCTCACT59.115 21
18897 RIM02g56500_834593382 34596293 2911 2952 41 CATTGAGCGACTTGTGTGGT59.751 20
18914 RIM02g56540_334627944 34628456 512 576 64 TAGAAGCAGCAGGCCAAACT60.154 20
18975 RIM02g56700_334759609 34760264 655 547 108 AAGGAGCTCTTCCCCCAGTA60.204 20
18992 RIM02g56750_234789066 34789821 755 781 26 GAGATGGACTCCTGGCCTC59.739 19
19019 RIM02g56850_534833486 34834486 1000 1025 25 CAACGTGTCAACATTCCTGG60.001 20
19047 RIM02g57030_534921791 34922295 504 532 28 CAGCTGGAAGGAGGTTTACG59.869 20
19070 RIM02g57120_234976416 34977323 907 887 20 CAAGCAAAGAAAAGTCCCAAA59.366 21
19090 RIM02g57150_134997229 34998497 1268 1236 32 GCCAAGACTGCTGACATGAA59.992 20
19174 RIM02g57580_135263542 35263923 381 360 21 GCAACCATTCACATCTCAGC59.25 20



19197 RIM02g57650_235298837 35299587 750 666 84 TCGACTGAGGAAGATGGGAA60.737 20
19249 RIM02g57930_435463922 35464059 137 161 24 CGGATCGATGATTTGTTTGA59.474 20
19271 RIM02g58080_735544860 35545412 552 526 26 CTGGTGCTAGTGGGAATTGG60.508 20
19304 RIM02g58150_135579676 35582523 2847 2904 57 CCACGGAATCACTGTCAAAC58.984 20
19317 RIM02g58210_135618507 35619386 879 694 185 GCTCAGGGAAAGGAAGCC59.886 18
19394 RIM02g58620_435820889 35821137 248 215 33 GAAGCATTGGCATTGTTCCT60.081 20
19410 RIM02g58730_435876314 35878570 2256 2224 32 GCTCCTGGTGTGCCAATAAT59.962 20
19412 RIM02g58730_635878692 35879304 612 586 26 AATGTAGGGCGAAGAGCTGA59.978 20
19627 RIM03g01720_7454724 455599 875 903 28 GCACCTGCTCAAAGTGCG61.777 18
19635 RIM03g01760_1478768 479409 641 597 44 CCTACTGGAACCGCTCCG61.758 18
19637 RIM03g01780_127031800 27032026 226 378 152 ATTTGTCTGCAACCCTGGAC59.973 20
19639 RIM03g01780_327027856 27028015 159 187 28 ATATATGGGACGGTTGCTGC59.813 20
19666 RIM03g01850_4511255 512612 1357 1488 131 TCTGGATCTGGACCTGAAGAA59.788 21
19674 RIM03g01880_1536756 538250 1494 1546 52 AGTAGCCAGGGCAACAAGAC59.357 20
19732 RIM03g02060_1652218 653230 1012 1036 24 ATTCGATCGTTCAGGTGGTT59.41 20
19771 RIM03g02110_19679826 679992 166 197 31 CCTGAGCCAGAAACTTTGGA60.366 20
19853 RIM03g02340_410382337 10384220 1883 1822 61 TGGAAGGTCCATGCAACTAA59.123 20
19898 RIM03g02550_1942451 943000 549 453 96 AAGAAGGAAGTCTACGCGAGG60.026 21
19920 RIM03g02670_5992543 993096 553 530 23 GGTGTTAACAGGGGAGCTGA60.111 20
19923 RIM03g02680_2511218 512565 1347 1478 131 TCCACAGTGAGAAGCGCATA60.562 20
20033 RIM03g03260_21395568 1397325 1757 1719 38 GGCTCTTCGAGCACTTCCT59.694 19
20078 RIM03g03430_71477591 1478474 883 918 35 CCAAAGGGCATAGTCGTGTT59.993 20
20099 RIM03g03680_21631319 1633932 2613 2565 48 CTTCCGTCTTCTCCGAATCA60.331 20
20125 RIM03g03870_31755301 1755472 171 210 39 CACCTGGTTCTTTTGCTGGT60.149 20
20442 RIM03g05980_222715273 22716266 993 958 35 CTCTTGTCTTCAAGGCTGGC60.134 20
20443 RIM03g05990_22993047 2993442 395 197 198 CCGCGAAGAAGAGCCTAAG60.234 19
20449 RIM03g06040_23020851 3021117 266 216 50 GCATCGTCCCGATTCTCTAC59.658 20
20625 RIM03g07100_13625674 3626507 833 922 89 CAAGATCAACGCCACCCT59.631 18
20651 RIM03g07170_113676602 3676818 216 261 45 GTGGAATCGCCTTGTTTGTT59.978 20
20704 RIM03g07630_316843224 16843996 772 813 41 GAGAACGGTTGGTGGATCTC59.511 20
20754 RIM03g07850_93991137 3995988 4851 4876 25 GGACCAACAAACAATGAGCA59.547 20
20783 RIM03g08010_14094593 4095377 784 814 30 AGCACGCTCTTCTTGCTTTC59.904 20
20784 RIM03g08020_14094593 4095377 784 814 30 AGCACGCTCTTCTTGCTTTC59.904 20
20785 RIM03g08050_14094593 4095377 784 814 30 AGCACGCTCTTCTTGCTTTC59.904 20
20786 RIM03g08060_14094593 4095377 784 814 30 AGCACGCTCTTCTTGCTTTC59.904 20
20827 RIM03g08360_14266409 4269396 2987 2957 30 GACTTCGCCTGCTACAAACC59.882 20
20862 RIM03g08430_154333721 4334340 619 583 36 CAGTGAACAGGGACACAATGA59.581 21
20884 RIM03g08570_44409860 4410435 575 631 56 GCTTGGAAGGATGAAGATGG59.629 20
20976 RIM03g08900_14606342 4613243 6901 7001 100 CGTCGTCGGCTTCAACTT59.984 18
20977 RIM03g08900_24613628 4613809 181 216 35 AGACGTGGAACGGCCTCT60.829 18
20997 RIM03g09140_44764128 4764851 723 749 26 TGATCATCGTCCTTGTTGGA60.048 20
21025 RIM03g09810_44877401 4878579 1178 1218 40 CGAGCACCAGGAGAGGTTAC59.867 20
21067 RIM03g10030_15033512 5036574 3062 3106 44 GCGTCTTCTTCTCCATCCAG59.95 20
21108 RIM03g10334_15270387 5270636 249 162 87 ACTACAATCCTCACGCCCAT59.434 20
21165 RIM03g10680_25458944 5459977 1033 1092 59 GAGGTCTCGGATGCACTGTT60.269 20
21266 RIM03g11230_15777050 5777537 487 464 23 CCTCGCTCTCACTTGTCCTC60.135 20
21267 RIM03g11230_25777553 5777790 237 265 28 ATCTGCCACGAGTGGAGTTC60.269 20



21269 RIM03g11310_15818626 5819454 828 742 86 GCATATGGGGATCTCTTTGG59.344 20
21289 RIM03g11390_15863326 5863684 358 407 49 GTACTCAGCATGGTCAAGCG59.47 20
21292 RIM03g11400_35865337 5866759 1422 1341 81 CGGAGTCGCTAAGAAGCAGT59.78 20
21372 RIM03g11600_26041403 6042454 1051 993 58 CTCTCCCCAACTGATCACCC61.85 20
21374 RIM03g11600_46042822 6046746 3924 3904 20 CAGAGAAGAAACACCGCCTC59.989 20
21490 RIM03g12310_39484674 9485362 688 718 30 CAGGGCTGATGGAGGTTAAG59.688 20
21572 RIM03g12570_216662646 6664468 1822 1752 70 GCAGGAACTCCTGGAAGTGA60.386 20
21604 RIM03g12610_26698218 6699002 784 758 26 GCTTGTTGATGGAACCTCAG58.287 20
21612 RIM03g12610_106702831 6703594 763 635 128 GGAGCACTGAAACCATCACA59.682 20
21636 RIM03g12750_26816427 6817507 1080 1100 20 TGGAAGTTTAGAAATTCACCAGT57.008 23
21655 RIM03g12870_26940816 6941711 895 790 105 ATGCAGTGTTGAACCGCTTA59.347 20
21665 RIM03g13000_27023239 7024168 929 780 149 TGGTACCTTGTGGATTTGCC60.755 20
21671 RIM03g13100_27074191 7074418 227 178 49 TTCCTTCGATTGCAGGTGAT60.603 20
21830 RIM03g14110_37668379 7668803 424 454 30 AGAGTCCACAAACTGCCCAC60.159 20
21965 RIM03g15350_58403341 8404258 917 794 123 CCCTGTCATGCTTGCACTAA59.864 20
22062 RIM03g15990_28814317 8815280 963 1025 62 GCAATTTGTGATGATGGTGG59.781 20
22207 RIM03g17050_139482797 9485260 2463 2484 21 TCATGAGCTGGCACTGAAAC59.992 20
22217 RIM03g17084_29493306 9495396 2090 1961 129 AATGTCTTCTCACCATTTGGC59.045 21
22257 RIM03g17280_29628404 9628978 574 671 97 GATGTCCCAACCAACTCAGG60.363 20
22301 RIM03g17690_39842809 9844265 1456 1436 20 TTGTTTTTGCGCAGCTTG59.71 18
22405 RIM03g18200_110203766 10204173 407 364 43 CGTCGATCGTCCTCAGCTC62.128 19
22468 RIM03g18440_1910352559 10352801 242 210 32 ATGCTACGTTGGCTTCAACA59.347 20
22501 RIM03g18680_110456302 10456470 168 276 108 GTTCGACCGGTACCAGGAGT61.337 20
22565 RIM03g19280_610845610 10845965 355 375 20 ATACAAAGTTCGCTGCCTGC60.416 20
22593 RIM03g19452_110938419 10942021 3602 3518 84 CTCTTCCTCACCCGCCTC60.912 18
22617 RIM03g19650_111047637 11048234 597 573 24 GCCAAAAACTGGCAAGAGG60.76 19
22631 RIM03g19690_611074658 11075139 481 445 36 TTTTTATTGGGCAGCTTGGT59.586 20
22743 RIM03g20570_311653152 11653624 472 319 153 GGAGGATGGGAAGGTGATTT60.133 20
22802 RIM03g20850_111804871 11805614 743 775 32 GCTGCTCTACTTCCAGGGTG60.012 20
22834 RIM03g21110_212018711 12019788 1077 1157 80 TCACACAAGCATAATGGGGA59.924 20
23030 RIM03g21900_412529209 12530068 859 880 21 GCTTTAAACATTTTGCGGGA60.075 20
23041 RIM03g21990_712600339 12601502 1163 1062 101 CGAATGGTTCTGTACGGGTT59.853 20
23051 RIM03g22010_112610814 12611372 558 522 36 CTCCACTTCCACGACTGCTT60.444 20
23054 RIM03g22040_112626235 12627335 1100 1124 24 CTGGAGCTCCCACCTCATC60.778 19
23066 RIM03g22160_912698667 12699728 1061 1033 28 AGGTTTTTGCACCCCTAGC59.184 19
23186 RIM03g22810_213178316 13180052 1736 1712 24 CAACTACCTGGACACCGGAT59.844 20
23235 RIM03g22900_2113245114 13245814 700 724 24 GATGATCAAACTTCAGGGGC59.488 20
23263 RIM03g23030_1713305612 13305983 371 349 22 GGAGCTCCAACTGGTGGTAA60.111 20
23301 RIM03g23760_313463291 13465764 2473 2536 63 TCTTCGTTCCGGATATCACC59.894 20
23328 RIM03g24110_123061144 23062087 943 870 73 GCTAAACTGACACGTGGTGG59.213 20
23423 RIM03g24830_114146982 14148244 1262 1311 49 ACCTCGCACTCCCTCCTC60.359 18
23464 RIM03g25010_214275782 14277609 1827 1911 84 GTGGAATGGTTCAAGAGCGT60.119 20
23480 RIM03g25070_114315855 14317863 2008 2040 32 GTCAAGGTCATCCCCAAGG60.31 19
23497 RIM03g25110_414337811 14338865 1054 1077 23 TGCCAAGTATGCCAGCTAAA59.467 20
23519 RIM03g25150_214381644 14385555 3911 3944 33 GTCAACATCAAGGGCCTCAT59.934 20
23521 RIM03g25260_214424590 14425949 1359 1401 42 GTGATAATGCTGGCCCTGAG60.624 20
23523 RIM03g25270_114431903 14432300 397 358 39 TGTGCGCAATCTTGAGTCAT60.423 20



23561 RIM03g25600_114659119 14661221 2102 2125 23 GAGAGCAGTTCAACTATCGACTGA60.082 24
23586 RIM03g25890_414807014 14807568 554 443 111 GGCACTTAAAACAGCTGCAC58.582 20
23639 RIM03g26090_1314949607 14950908 1301 1271 30 TGTTGAAAGAGTTTCTCGACG58.146 21
23763 RIM03g26930_115399372 15399924 552 522 30 AACCACTGGTCCTATGGCTG59.989 20
23775 RIM03g26960_215409675 15410557 882 903 21 TTTTATGGCGGGTTCTCAAG60.067 20
23827 RIM03g27230_415605290 15606813 1523 1655 132 AAGGCTCCTTGTGGTCTGAA59.844 20
23845 RIM03g27290_415639601 15640882 1281 1119 162 TATCGATCTCTTTGCCCAGG60.17 20
23852 RIM03g27320_515649224 15650095 871 917 46 GGAGGTCCTACTAGCCAATCG60.103 21
24068 RIM03g29150_216555636 16556876 1240 1068 172 CCTGACATCAACGACTTCCA59.676 20
24083 RIM03g29180_216579419 16583118 3699 3648 51 GCTTTCCCGAGGAAGGAG59.879 18
24223 RIM03g30080_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
24245 RIM03g30270_217275160 17275915 755 728 27 TCAGTTCCAATGCAGAGTCG59.984 20
24360 RIM03g31210_117773987 17774509 522 497 25 ATCTCCGGCTATAGCAACCA59.691 20
24418 RIM03g31560_6500769 500969 200 178 22 CGAAGATGTTCCTTCCCTTG59.665 20
24489 RIM03g31839_718214119 18216045 1926 1951 25 TGCTTGGTTGGAGTTGAACA60.278 20
24558 RIM03g32410_418535392 18536083 691 749 58 TGAAGTCCACATGGTCAAGG59.52 20
24579 RIM03g32700_118734723 18735205 482 534 52 TGTGCATGCAAAATCTCATGT60.135 21
24592 RIM03g32880_118805796 18806747 951 924 27 AGTTTGTGAAGGCCGGATCT61.019 20
24631 RIM03g33300_619046165 19047004 839 814 25 GACAAGGAGGCAGTCTTGGA60.386 20
24655 RIM03g33420_325631175 25632004 829 783 46 AGTTACCCACTCCCGCTTGT60.932 20
24681 RIM03g33690_79251162 9251522 360 298 62 AAATTTGTGGCATTGAAGGG59.801 20
24713 RIM03g34070_419421132 19422192 1060 1088 28 CTATGCATGACAATGACGGC60.104 20
24751 RIM03g35560_210481148 10481656 508 538 30 ATGAGATGAACCGATAGCCG60.059 20
24868 RIM03g36750_220379658 20381007 1349 1327 22 CTCAAGATAGGTGGCGGAAA60.206 20
24943 RIM03g37360_320706706 20708008 1302 1271 31 CTGGATACTGCAAGAGGGGA60.21 20
24946 RIM03g37377_420712314 20713611 1297 1353 56 ACAACCGTTGCTCACATCAA60.16 20
24971 RIM03g37610_413532039 13532216 177 122 55 CAGCGGTTGTGTTCCTTCTT60.291 20
24984 RIM03g37700_120905671 20906553 882 946 64 GGCTATGGAAAGGCTCACC59.644 19
24994 RIM03g37890_17865599 7866229 630 663 33 ATGGCAACTAAGGACGAAGC59.34 20
25001 RIM03g38020_421109267 21109890 623 690 67 AGAGCTGCCCAACAATGACT59.874 20
25010 RIM03g38110_121156286 21156444 158 192 34 TGCACCTTGAAAGAAATGGA59.247 20
25078 RIM03g38764_210094488 10095087 599 554 45 CGGAGGGGAATACAAGTCAA59.926 20
25085 RIM03g38810_121548855 21549950 1095 1127 32 GTTAGGCGACGTGAGCAAAG60.964 20
25129 RIM03g39080_11527243 1528270 1027 854 173 CAACAACGGCGGCATAATAG61.381 20
25170 RIM03g39650_222048542 22050935 2393 2201 192 ACGGCATCAAATCTGAGGAG60.218 20
25183 RIM03g39840_122154810 22155324 514 541 27 CTCGGGTCTTGGTGGTTCTA60.103 20
25197 RIM03g40080_222261110 22262142 1032 920 112 CGGTCTTTTATTTTCCTGTGTG58.674 22
25199 RIM03g40080_422263369 22263512 143 165 22 TCATCACCAAAAGGAGGAATG59.918 21
25212 RIM03g40150_214260296 14260971 675 653 22 TTTGGTTTGCTGGTGGCTA60.242 19
25222 RIM03g40170_322333140 22333283 143 178 35 GAAGTCAAGCTTGCCCAGTC59.997 20
25228 RIM03g40260_522376107 22377280 1173 1090 83 AGCCCCTGAGCTAGTGAAGA59.187 20
25266 RIM03g40670_522616126 22617043 917 946 29 ATTGCGCTTTATGCCGATAG60.213 20
25296 RIM03g41080_122826250 22827831 1581 1610 29 GCCCTTCGACGAGCTCTA59.219 18
25316 RIM03g41190_33770755 3771266 511 475 36 GAAGTTGAGCTGGTGGAAGC59.997 20
25323 RIM03g41210_55062689 5063447 758 955 197 AGTATTTGCGGTGATGGACC59.82 20
25375 RIM03g41790_123207411 23208036 625 698 73 CAATCACACTCTGCGACGAC60.473 20
25466 RIM03g42370_1423571292 23573218 1926 1850 76 GAGTTGGAAAGTGCGGTTTT59.218 20



25495 RIM03g42630_123732972 23733695 723 695 28 GACGTCGACCTCAACAAGTG59.31 20
25506 RIM03g42690_417749816 17750780 964 987 23 ATCTTACGGAATGGTGCTGG59.955 20
25516 RIM03g42780_423828246 23829186 940 920 20 ATTGCGGACACTGCTTCTG60 19
25520 RIM03g42790_323835684 23836326 642 672 30 ATTGTGGCCACTGCTTCTG59.846 19
25549 RIM03g42880_323909918 23910957 1039 1007 32 GGTGGAGGTCAGAGAACTGC59.841 20
25558 RIM03g42900_523929458 23931905 2447 2527 80 AGTGCATCCCAAGTCCAAAC59.973 20
25576 RIM03g43010_623992770 23994864 2094 2038 56 GACATGCTCCAGACTGCTGA60.146 20
25579 RIM03g43070_224027260 24028035 775 810 35 CTCTGTTGTTGGTGCTGGTG60.348 20
25687 RIM03g44070_33751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
25688 RIM03g44070_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
25712 RIM03g44320_224910577 24911424 847 793 54 TGGAGAAGAGAGGAGGTTGG59.375 20
25748 RIM03g44710_125195570 25199365 3795 3754 41 GCTACGTGCACTGCAACTTC59.67 20
25880 RIM03g46120_226077474 26078810 1336 1357 21 GGGAGCTCTTTACGTGCATC59.843 20
25970 RIM03g47240_126726035 26727048 1013 846 167 TACCTTTCCCTTGGGTGTGA60.345 20
25973 RIM03g47310_226754898 26755838 940 908 32 CCATCACTGGTGGAGAAACC60.363 20
25998 RIM03g47490_326854473 26854826 353 322 31 CAGAGCAGCAAGGAATTTGT58.104 20
26017 RIM03g47620_826960029 26961377 1348 1326 22 TGCTGGAGATCACCACAGTT59.261 20
26018 RIM03g47620_926961358 26962724 1366 1339 27 GGTGGAAAAGCATTTGAGGA60.051 20
26075 RIM03g47720_527040040 27040575 535 572 37 GGCTGGTGCAGACCCTAATA60.096 20
26084 RIM03g47754_427085316 27086677 1361 1384 23 TGGGAGGTGCACATGTAGAG59.701 20
26099 RIM03g47760_1027100791 27101695 904 881 23 AATGTCTCCAGTTGGCAAGG60.111 20
26140 RIM03g47940_127245431 27246183 752 793 41 CTACCTCGACACCACCGC60.27 18
26168 RIM03g48060_127327730 27330182 2452 2535 83 ATCCTCGGCGTCTGCTTC61.495 18
26172 RIM03g48100_227344932 27347438 2506 2537 31 CATCAACGAGAGCGACACC60.419 19
26253 RIM03g48464_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
26320 RIM03g48904_227840331 27842507 2176 2060 116 TCGGAGTATCTCGACTTCCG60.353 20
26331 RIM03g48950_127871687 27875054 3367 3471 104 TTGTTCTTCCTCAGCATCCC60.195 20
26345 RIM03g49010_227911960 27912725 765 731 34 ACTTCCCCACCTGACGTGT60.428 19
26377 RIM03g49150_227991402 27993699 2297 2395 98 CCATTTCTTGCAGTCCTTCC59.67 20
26434 RIM03g49420_1028125922 28126444 522 549 27 ATGCAGGAACCTGACACACA60.162 20
26456 RIM03g49510_928177925 28178751 826 806 20 ATCTTGTTTTGCCAGGCACT59.74 20
26494 RIM03g49820_428366290 28367959 1669 1642 27 GCATGAAGCGAGAGGAGG59.611 18
26710 RIM03g51080_229193908 29199537 5629 5660 31 CGTCGACATGGACGAGTACC61.546 20
26714 RIM03g51080_629200516 29200967 451 431 20 AGCCAGGTCATTGCACAGTA59.318 20
26739 RIM03g51140_2329260121 29262084 1963 1806 157 GGAGGTTGTTGTGCCGATTA60.894 20
26773 RIM03g51290_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
26788 RIM03g51350_229379760 29380673 913 862 51 GTGTACGGACAGAACGACCC60.431 20
26857 RIM03g51900_129759517 29760085 568 610 42 CTGAAGAGGGCTTTGAGGAA59.545 20
26941 RIM03g52239_229999856 30001706 1850 1810 40 TGGCTCTTCGAACACTTCCT59.989 20
26947 RIM03g52370_130068127 30068429 302 331 29 CCTCCACTACTGGGCGGAT62.38 19
27017 RIM03g52794_1630265461 30266301 840 860 20 ATGGGAGGAACAATGGTTGA60.173 20
27077 RIM03g53020_230400904 30401963 1059 1003 56 GACGGAGATGAACGTCGAGA61.376 20
27084 RIM03g53190_130507165 30508906 1741 1704 37 GAAGGACAAGGGGAAGAAGG60.045 20
27104 RIM03g53410_130634800 30636819 2019 2041 22 CACCTACGACGGCCATGA61.716 18
27111 RIM03g53450_130654751 30655755 1004 875 129 CTCATCCACGAGCTCCTCC60.929 19
27391 RIM03g55240_231434469 31435755 1286 1188 98 CCGACTCTACAAGACGGACA58.879 20
27477 RIM03g55860_123721564 23722555 991 1038 47 CGGAGTCAAATTTGGAAGGA60.044 20



27479 RIM03g55860_313964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
27480 RIM03g55860_431791227 31791668 441 420 21 CAAAATTGTGGAGACTTGCG59.317 20
27484 RIM03g56020_131881566 31883002 1436 1387 49 AGATGCCCAACCACGTCTT60.526 19
27500 RIM03g56110_331958533 31962340 3807 3842 35 GAGTTCTTCAGCAGGGTGGA60.386 20
27782 RIM03g57660_132852903 32853855 952 1003 51 TGGTCCCACTCTGGTCAACT60.563 20
27828 RIM03g57940_1132996248 32997043 795 771 24 CCCAGCAACTCAATGGATCT60.073 20
27856 RIM03g58060_1133046836 33048605 1769 1806 37 TCCAGAACAATGAGGAGAGGA59.788 21
27867 RIM03g58070_133055234 33056459 1225 1042 183 GTCTCGCTATCACACTCGGC60.977 20
27911 RIM03g58340_733236424 33237058 634 725 91 ATAAACCACGTCGCAAAAGG59.996 20
27931 RIM03g58480_633306851 33307307 456 488 32 AGAAGGACCTCCTCCAAAGG59.671 20
28016 RIM03g58740_233447781 33449452 1671 1691 20 GCAGCAATGCATATTGTGCT59.869 20
28083 RIM03g59120_233653252 33653692 440 460 20 CGATGCCTCGATGTATGTGT59.552 20
28094 RIM03g59152_133678738 33679483 745 629 116 GGCTACTTCAAGTTCGTGGC59.882 20
28097 RIM03g59152_433680215 33680579 364 392 28 AAGGAGACGGCGGTGATG62.236 18
28157 RIM03g59550_133887936 33889129 1193 1017 176 GACCGCTTCGACTCCCTC60.924 18
28158 RIM03g59550_233889185 33890621 1436 1351 85 CATTTAAATCTGGAACGCCG60.448 20
28202 RIM03g60020_13752316 3752764 448 502 54 GAACGAACGAGAGCGAGAAC60.142 20
28204 RIM03g60020_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
28226 RIM03g60230_12508714 2509046 332 305 27 CAGCAGACCACCAACTTCAA59.873 20
28329 RIM03g60930_634613428 34614544 1116 1165 49 GTTGTTTGGGCTCGTCAACT60.156 20
28346 RIM03g60939_734625664 34625862 198 164 34 TGATTGTTAGGGCTACCAGGA59.578 21
28430 RIM03g61700_834961318 34963012 1694 1644 50 ACGTGATTTGCATGGTTCAG59.572 20
28482 RIM03g61860_11230376 1231671 1295 1340 45 TGGCAACAGCTAGGGACTTT59.875 20
28483 RIM03g61860_235066780 35067502 722 626 96 CGATGATAGCGGCCTAGAAG59.96 20
28538 RIM03g62170_735208405 35209279 874 898 24 CCTTTCTCTCAGAGTCTATCCTTG57.883 24
28579 RIM03g62539_135403700 35404911 1211 1234 23 GACCATCCCAGCTTCATCAT59.893 20
28615 RIM03g62670_335461252 35461444 192 159 33 GAGCCGTTCCATCTCATCTT59.243 20
28640 RIM03g62750_235505635 35506401 766 806 40 TTCTCGTCAAGGCAGCTACA59.74 20
28658 RIM03g62910_135582783 35584441 1658 1627 31 AGATCGAGGACGCTGACATT59.834 20
28695 RIM03g63090_235662997 35663217 220 198 22 GGCTAATACGCTGCGATTGT60.259 20
28719 RIM03g63330_335783660 35784953 1293 1336 43 ATTGATGAGCTTGGATTGGA58.088 20
28872 RIM03g64320_136340999 36341460 461 485 24 GCTTGATTCAGCGGTGTTC59.389 19
28890 RIM03g64400_436389969 36391687 1718 1756 38 GAATACGCTCGATGGTTGGT59.962 20
28917 RIM04g01130_419637388 19637548 160 192 32 GCATTCAGCAGATGCAAAAA59.96 20
28953 RIM04g01370_1271683 273162 1479 1443 36 GGAGGATGTAGCTTTAATGGTTG59.07 23
29031 RIM04g01980_1609779 611509 1730 1667 63 ATCTCCACTTGCCCAATCTG60.073 20
29037 RIM04g02200_1755246 755431 185 208 23 GCTTCCAATGGGAGATGAAG59.629 20
29056 RIM04g02370_2845144 846975 1831 1790 41 TGTTCAGGAGGCAAGGGTAG60.246 20
29072 RIM04g02620_1980738 981531 793 860 67 GTCCCGTCTTTTCCCTTGTA59.028 20
29111 RIM04g02900_11131861 1132719 858 805 53 GTCTCCTCCGACGTGCTC59.481 18
29128 RIM04g02970_11196842 1197750 908 957 49 GGCGCTAGGGAGATTGAGAT60.702 20
29131 RIM04g02980_41206776 1211326 4550 4516 34 GCCAAAGCTAAATATGGGGA59.035 20
29232 RIM04g03600_21569816 1569974 158 183 25 TAAGGCCACCCTCAATAACG59.953 20
29275 RIM04g03796_11697704 1697935 231 268 37 CTGCCAGCAGAGCACAACTA60.347 20
29348 RIM04g04200_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
29362 RIM04g04320_42016238 2017075 837 863 26 TGAGTTCGCACCTACTGTCG60.049 20
29369 RIM04g04320_112019925 2020879 954 916 38 GAGGAAATGGGGAATTCTCTG59.889 21



29411 RIM04g04930_12370094 2370726 632 590 42 GGCAGGTACTCTTCGCCTTA59.476 20
29509 RIM04g06280_612748955 12750582 1627 1559 68 GTGGTGGTCAGAGATCATGC59.053 20
29535 RIM04g06470_2876894 878015 1121 1039 82 TGTATTAATCCCCGTCCCAG59.64 20
29551 RIM04g06690_11457616 1457973 357 336 21 CAGCCGACCATTCCTCCT61.188 18
29591 RIM04g07170_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
29599 RIM04g07170_103807706 3808101 395 271 124 CTTGAAAAGGCAGAGGTTCG59.986 20
29602 RIM04g07200_33821048 3821291 243 209 34 CCAAGGGGAGAAACAGTTCA60.081 20
29672 RIM04g08000_34256553 4256959 406 261 145 CGGTGGAAACAAGCTCATCT60.255 20
29696 RIM04g08034_124280499 4281063 564 543 21 CCAGGCTGTTAATGTTACGC58.32 20
29712 RIM04g08270_44406099 4407627 1528 1562 34 TTCTTGTCGTAGGTTGATGGG59.978 21
29724 RIM04g08310_14433646 4436708 3062 3176 114 TCTTAAATGGCGATCTGGCT59.807 20
29755 RIM04g08760_14759600 4760339 739 707 32 GACGATGATGAGCCCTCG60.324 18
29821 RIM04g09540_25116749 5118131 1382 1361 21 TTGTGTGGCTCCATGGTCTA60.112 20
29844 RIM04g09750_211298614 11299087 473 570 97 ATATGCTGCGGATGAGAGGT59.682 20
29922 RIM04g10380_165620784 5621496 712 592 120 TTGCAGATCACGAGCACTCT59.733 20
29944 RIM04g10530_45726563 5726880 317 338 21 TCCCTTGCAGATGTCATAGC58.826 20
29955 RIM04g10724_15824084 5825021 937 968 31 GGTTTCACCACACCTGGAAA60.791 20
29972 RIM04g10960_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
29984 RIM04g10980_63750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
30001 RIM04g11160_26064205 6064489 284 263 21 AGGGGCTTGTTGGATATGTG59.813 20
30041 RIM04g11520_16297502 6298001 499 441 58 CCTCCTCATCACCAAGAACG60.646 20
30071 RIM04g11640_36374735 6375491 756 667 89 GATTAGAGCCGGTGGAGACA60.218 20
30137 RIM04g11950_26549397 6549558 161 138 23 TGAGAACAAAAGTGATGCCG59.84 20
30200 RIM04g12420_429182 30883 1701 1642 59 GATTATGCCGGATGCAAAGT59.929 20
30218 RIM04g12610_27481097 7483061 1964 1993 29 AGAGCCTCGAACAGCACCTA60.156 20
30272 RIM04g13364_87426690 7427321 631 672 41 ACTCGTGGAGAAACGGATCA60.656 20
30278 RIM04g13380_27439449 7439722 273 293 20 CGTCAGGAAACCGTAGCAGT60.312 20
30296 RIM04g13470_77504535 7505441 906 926 20 TTTGTTCAGCTTTTATCGGC58.044 20
30309 RIM04g13530_27541845 7543033 1188 1214 26 CAAGGACAAAGCCACCAAGT60.149 20
30320 RIM04g13630_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
30406 RIM04g14490_11475853 1476038 185 219 34 GTCAGGTCTCGGGTTTCCTT60.489 20
30419 RIM04g14580_919779669 19779881 212 181 31 GCTTGTTCACTTTTGCTGGG60.807 20
30467 RIM04g15550_88451877 8454840 2963 2988 25 CCGCCTTACTGATTCAGGACT60.635 21
30478 RIM04g15690_18524094 8526684 2590 2768 178 AGAAGGCGGTCGAGCACTA61.091 19
30514 RIM04g16030_47351013 7351231 218 158 60 TTTCACATATGCAGGGCGTA60.096 20
30621 RIM04g16924_13173956 3174222 266 287 21 GTTGTGCGAGGGGTACTGTC60.577 20
30642 RIM04g17064_49345552 9346773 1221 1198 23 TAACATTGGATGGGGATCGT60.014 20
30669 RIM04g17320_42647510 2648496 986 1029 43 GGGTGCAAAGTGGATAGGAA59.933 20
30691 RIM04g17470_417120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
30702 RIM04g17574_19595252 9595638 386 360 26 CGAATCATTCCTTGCCATCT60.036 20
30715 RIM04g17620_517120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
30772 RIM04g18110_12196564 2198428 1864 1699 165 CGACTGGTGTCTTCGCCTAT60.277 20
30777 RIM04g18160_22990762 2991368 606 585 21 CAAGGCTATCCGTCAAGAGG59.83 20
31002 RIM04g19880_111076796 11077044 248 222 26 AATTCATGCTTTGTTCGCAA59.305 20
31007 RIM04g19900_311088056 11088311 255 283 28 ACGTGGATGGAGTAGTTGCC59.997 20
31010 RIM04g19900_69836576 9837221 645 706 61 TGATAATATGACCGCTTATCGAC58.188 23
31040 RIM04g20150_111214083 11215127 1044 1003 41 CGCGACGAATCAGGTAACAT61.052 20



31055 RIM04g20220_311265268 11267349 2081 1976 105 CGGCATTTGAATGTGGTTTT60.732 20
31058 RIM04g20220_611268435 11271157 2722 2825 103 GAGCCCACTTTGAGACAGAAA59.463 21
31062 RIM04g20220_1011272987 11273505 518 473 45 TTGAAGTTCCTTTGCGTGAC58.9 20
31076 RIM04g20310_19911719 9911935 216 258 42 GATTTGGGAGTGGCTGATGT59.934 20
31095 RIM04g20510_111452908 11454232 1324 1236 88 GGAAAAGTACGAATGGGGGT60.053 20
31114 RIM04g20774_111642172 11648816 6644 6761 117 CTCTTGCAACCCAAGCACTC60.975 20
31152 RIM04g21110_1111866761 11868952 2191 2163 28 TGTCTTTCAGGCATTGTTGG59.691 20
31159 RIM04g21110_1811872855 11874481 1626 1655 29 AGCACTGTCGCAGGACTTCT60.205 20
31165 RIM04g21130_211887603 11888657 1054 1030 24 ACGGAGGTCTCGTCTGGATA59.679 20
31292 RIM04g22360_312638484 12639815 1331 1367 36 CTATGCTGGATTTGCTGTGC59.449 20
31302 RIM04g22380_212654757 12655398 641 489 152 ATCCGTGAGGAGATTTGCAG60.218 20
31307 RIM04g22380_712657218 12658950 1732 1569 163 ATTTCAGGTGCTATCCGTGC60.103 20
31308 RIM04g22390_112660619 12661180 561 590 29 GTTCTCGCCGTCGTCCAC62.908 18
31314 RIM04g22390_712663499 12664237 738 708 30 TTGGTAAATTTTTCGTTAAAGGTG58.637 24
31396 RIM04g23050_15825023 5825427 404 359 45 GACAAGTCAGCCAGCAATGA59.992 20
31472 RIM04g23380_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
31498 RIM04g23630_113517389 13519934 2545 2493 52 GGTGCGAGGAACAATGATTT59.939 20
31536 RIM04g23960_513690421 13691114 693 670 23 TCAAGCTCGTGAAGACCAGA59.701 20
31569 RIM04g24240_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
31576 RIM04g24274_113893646 13894475 829 805 24 ATGCTGCGGTGTAACAAGC59.886 19
31588 RIM04g24350_14548686 4548880 194 173 21 AATTCTGCCTCACCATCCAG60.073 20
31618 RIM04g24450_44989583 4989750 167 197 30 CACCGGTTGTACCGTCCTTA60.796 20
31635 RIM04g24510_314049914 14050763 849 914 65 GCTTTGAAGGGAATCCGTCT60.578 20
31651 RIM04g24550_1514084464 14085111 647 614 33 TGGCGATTGAACGTGATAAG59.688 20
31729 RIM04g25280_114599997 14601050 1053 987 66 ACTCACTGCCGAGAAGGATG60.408 20
31740 RIM04g25360_114666882 14667984 1102 970 132 ACCTTCGATTTCCACGACC59.918 19
31786 RIM04g25790_123014951 23015142 191 221 30 GACCGATGACCGCCATATC61.27 19
31812 RIM04g26070_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
31833 RIM04g26310_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
31860 RIM04g26630_115526160 15527376 1216 1375 159 TTAGAGGCGTGGAGGATGAG60.353 20
31905 RIM04g26870_215717402 15720349 2947 2923 24 CGACAAGAAGGTGCCCAT59.631 18
31911 RIM04g26900_315736081 15738282 2201 2232 31 TAGCTTACAGCCCACTTGGT57.512 20
31999 RIM04g27850_816282247 16283042 795 764 31 CAAGCCAATATTACAGGCCA58.651 20
32075 RIM04g28300_216581910 16583018 1108 1143 35 CTGTTGCTCGAATCCGAAGT60.397 20
32116 RIM04g28620_416776475 16777303 828 788 40 CAGTTTGCAAAGCAGTGTGA58.626 20
32126 RIM04g28650_325160808 25161542 734 689 45 ACCCCTTACTCACGTAGCGA59.757 20
32200 RIM04g29270_117036923 17037200 277 248 29 GGGAGCTCGTCAACCTGAG60.961 19
32293 RIM04g29920_217666484 17667065 581 603 22 CTCACCGTCCTCTTCCTCTG59.978 20
32342 RIM04g30590_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
32408 RIM04g31000_818352831 18354034 1203 1248 45 CTGGAACCTGGAAATCCTGA60.042 20
32409 RIM04g31000_918354015 18355319 1304 1401 97 GATGGTGTGAAGCAACGAGA59.837 20
32469 RIM04g31270_118531072 18532515 1443 1473 30 TCGTGCTCGTCTTCAACAAG60.175 20
32476 RIM04g31310_118560615 18562101 1486 1440 46 GATTTGAAGATGGGGAGGGT60.133 20
32551 RIM04g32080_219065668 19066086 418 456 38 CGTCCTACATCTTCATGCCA59.673 20
32583 RIM04g32320_319202477 19202927 450 424 26 CTTTTGAAGACAGGGGCATC59.67 20
32755 RIM04g33480_520080258 20080636 378 232 146 GGCTCGCAGATTGAATCATA58.823 20
32800 RIM04g33690_920229177 20230076 899 927 28 TTGTGACTCATTTGCTACCTACG59.344 23



32813 RIM04g33740_320252434 20252907 473 498 25 GCCAACGAGTCCGACACC62.764 18
32821 RIM04g33770_520277187 20277965 778 798 20 TTGCTAACTCACCAAAGCCA59.464 20
32879 RIM04g34200_120552298 20553099 801 836 35 GTACCTAAGCGATCAGGCCA60.235 20
32911 RIM04g34460_320702549 20703068 519 543 24 GGAGATTTCTTCCAGATGATTGA59.546 23
32934 RIM04g34590_120754275 20755634 1359 1443 84 GAAGCAGCTGACTGCAAGAA59.47 20
32969 RIM04g34850_11455375 1456447 1072 1153 81 AACGTGAACGTGAAATGCAA60.157 20
33003 RIM04g35050_116524833 16525453 620 714 94 AACCATTGCTCACATCATGG59.374 20
33077 RIM04g35380_421343373 21344361 988 1010 22 CATCTTCAGCTTCGTGTTGAGT59.543 22
33197 RIM04g36810_122038860 22040724 1864 1902 38 ATCTTCCTCTCCACGTCCCT60.073 20
33217 RIM04g36900_122080630 22080810 180 203 23 GCGGCTGAGAAAGGAAAAA60.454 19
33237 RIM04g37520_222151153 22151869 716 736 20 CCAAGATCGTGTCGTTCCAT60.924 20
33260 RIM04g37630_122192377 22193471 1094 1068 26 CTTGCTGGGGGTGTCTCC61.671 18
33374 RIM04g38525_122701646 22705208 3562 3490 72 TCTGGAGCTTTGATTAGCGG60.481 20
33523 RIM04g40070_523676017 23676253 236 162 74 TCAGTTCCATTCGTTTGCTTC60.242 21
33726 RIM04g41229_524282818 24283328 510 347 163 CACATCAAGGGACTGCAGAG59.415 20
33809 RIM04g41510_424432044 24432832 788 819 31 ATCGGTTGCTTTCCCTTCTT60.074 20
33817 RIM04g41510_1224436555 24437151 596 633 37 AATGTGAGGCCAATGTCCAG60.924 20
33829 RIM04g41530_724448525 24449225 700 764 64 GGGCGATATGATTGGTTGAT59.61 20
33837 RIM04g41670_111179099 11179380 281 427 146 TGAAGAAGGCGACAAGGACT59.989 20
33844 RIM04g41690_15175286 5176218 932 800 132 GTGGCACTAGGGCTGTCGT61.296 19
33877 RIM04g41910_1124652829 24653847 1018 991 27 GCATGAAGCTTGGTCCAGTT60.263 20
33916 RIM04g42280_124827317 24828055 738 781 43 ATCTGCCGTTCGAGTTCATC60.226 20
33918 RIM04g42280_324828540 24828751 211 249 38 CGTGGTCATTGATTACACCCT59.726 21
33977 RIM04g42520_324983245 24983744 499 526 27 CGTTGCGCAAACCTAAGAA59.999 19
34041 RIM04g43030_525277225 25278244 1019 1050 31 GAAATGCTGGATTGTGCCTT60.081 20
34092 RIM04g43390_225473563 25476483 2920 3069 149 CAATTGGGATGTCTTCACCC60.173 20
34142 RIM04g43790_117028661 17029577 916 894 22 GACCTCGATGGAGGAGGG60.574 18
34335 RIM04g45020_226453740 26454734 994 933 61 AGAAACCGTCATGAACCTGC60.119 20
34342 RIM04g45040_726463308 26463683 375 556 181 CCAAGAGCGCAGAAACATATC59.859 21
34553 RIM04g46560_327420660 27422021 1361 1388 27 TCTACAAATCCCAGGCCTCT58.741 20
34599 RIM04g46890_627609410 27609741 331 365 34 TGCACCAAGCAAACTTTCTG60.027 20
34759 RIM04g48360_228643066 28644184 1118 1094 24 CCAACGTTCCAGCAAAGTCT60.291 20
34767 RIM04g48370_828659686 28660241 555 531 24 CTGGGGCAAAGAACCTTGT60.096 19
34859 RIM04g49020_212455531 12456861 1330 1383 53 TTATTCCTTGTCCCAGGAGG58.978 20
34871 RIM04g49150_429126083 29126868 785 750 35 CTCACTGTCACAGGCTCGAC59.603 20
34999 RIM04g50050_418703977 18704364 387 420 33 CAAAAGTGGCTTTTCTTGGG59.719 20
35016 RIM04g50730_129827273 29828116 843 707 136 AACGACCAGCTCCAGGAAG60.393 19
35047 RIM04g51030_230025350 30026991 1641 1781 140 CTGGGACAGGCTGCAGTATT60.277 20
35049 RIM04g51080_130056853 30057251 398 474 76 GAGCTACCAGCACGACGAC59.593 19
35052 RIM04g51080_430057835 30059730 1895 1866 29 TTTTTGTCGAATTTCCAGCC60.053 20
35260 RIM04g52210_1130838003 30838668 665 578 87 TGTGGTCGTCTCCTGAATGA60.246 20
35273 RIM04g52240_130850082 30850789 707 757 50 CGACCTCTCGTCCACCCT61.262 18
35274 RIM04g52240_230850870 30853112 2242 2313 71 ATGGAGATGGGTTTGGAGGT60.575 20
35337 RIM04g52440_1630988714 30989228 514 537 23 GCTCGCGACTGAATTTGCTA61.572 20
35413 RIM04g52730_431220089 31220585 496 522 26 CGTTGCTTACGTTGGTGAGA59.904 20
35433 RIM04g52890_131312609 31314735 2126 2071 55 ATCAAGGTGCGGGTCAAGTA60.517 20
35436 RIM04g52920_131339616 31340490 874 894 20 GCACAGAGACTCAGAGAGGGA59.723 21



35576 RIM04g53440_231635705 31637232 1527 1430 97 GTCCAGCGGCAAATAAGAAA60.209 20
35585 RIM04g53450_731642247 31642512 265 233 32 GCAAGTTGGACCTGCTTACA58.926 20
35623 RIM04g53680_131810690 31812826 2136 1991 145 CCTCCAAGGTTCTCGACG59.335 18
35653 RIM04g53800_231875019 31875847 828 851 23 GCTCCGATGAACCTCAAGTC59.81 20
35674 RIM04g53830_531896164 31896353 189 285 96 GGAAGGTACCCGCAGTACAA59.993 20
35679 RIM04g53850_531896164 31896353 189 285 96 GGAAGGTACCCGCAGTACAA59.993 20
35719 RIM04g54110_232055084 32055412 328 307 21 GCTGAGAACCTGTACCTCCG59.867 20
35823 RIM04g54780_53270514 3270687 173 210 37 AAGAACACCATCGGCTTCAC60.119 20
36029 RIM04g55850_233069187 33070167 980 936 44 GCGACTGCCAGTTCAACTAC58.525 20
36093 RIM04g56140_733248314 33248555 241 217 24 GTCAAAGAATGCAATGCTGC59.43 20
36117 RIM04g56240_333346512 33348065 1553 1530 23 GCCTCCACTTCGACAGCTTA60.538 20
36156 RIM04g56480_233480349 33481077 728 770 42 GATACCCTCCAGTCCGTCAC59.384 20
36434 RIM04g58480_234602981 34604043 1062 1090 28 CGTCGACCACGATCAACAC61.188 19
36454 RIM04g58690_234708468 34709162 694 714 20 GTTCCACCATCTCCCTCAGA60.048 20
36456 RIM04g58690_434709630 34709777 147 203 56 AGCAAACTGCTGTTGCCTTT60.059 20
36459 RIM04g58690_734710199 34710387 188 228 40 CGAGGAAATGTCCTACCGTC59.55 20
36536 RIM04g59394_235126124 35126490 366 395 29 TGCGAGCACTTCAACTATCC59.028 20
36545 RIM04g59450_235160067 35160212 145 125 20 CAAGGACCCCAAGAACTTCA60.081 20
36656 RIM05g01350_2215431 216248 817 857 40 TGGGTATTTCCAAGGAGCAA60.439 20
36721 RIM05g01610_3365404 365884 480 453 27 ACTCGGGATCTGAAGAGGGT60.073 20
36739 RIM05g01710_2437608 442775 5167 5140 27 CTATGACGGAAGCCTTGGAG59.83 20
36753 RIM05g01810_1486965 487925 960 939 21 GGTCGCCACTTCCAGTTCTA60.255 20
36759 RIM05g01900_1514146 514968 822 802 20 CAATTTCACCATCTTGCCCT59.933 20
36761 RIM05g01930_2530228 530923 695 636 59 GAGGAACGCCACGAAGTC59.345 18
36804 RIM05g02080_1522215458 22216278 820 787 33 TGAACAATCATCGCAAAACAA60.103 21
36835 RIM05g02240_1712852 714394 1542 1517 25 CTCAACATTGGCAGAGAACG59.44 20
36853 RIM05g02490_1852036 854524 2488 2449 39 GAGCACCCTCCTCATCTACG59.827 20
36944 RIM05g03020_11142340 1142592 252 213 39 GTGTCGTCCGTTCCAAGAAG60.69 20
36967 RIM05g03080_129498475 9499024 549 521 28 CAGCATGCCCTACTGAATTG59.297 20
36989 RIM05g03120_11241925 1242805 880 847 33 AAGGTGAGCTCAGAAGGATTTG59.886 22
37022 RIM05g03430_101431198 1433092 1894 1941 47 TAAATGGACGGGATGATGGT60.014 20
37104 RIM05g04240_11932171 1932940 769 745 24 GCCGCCTCTACATCGACTT60.377 19
37118 RIM05g04380_12010455 2013737 3282 3364 82 CCTCATCTTCCACGACTGCT60.408 20
37129 RIM05g04500_22081397 2082053 656 598 58 TCCTCAAAAACTTCACCGCT59.853 20
37165 RIM05g04670_12207050 2208721 1671 1712 41 CGCTATGACTGCGAGTGTGT60.08 20
37188 RIM05g05000_216374062 16374220 158 135 23 TCTTGTCCCAAAGATCCCTT58.568 20
37301 RIM05g05620_22796843 2797118 275 299 24 AGATCCCTGCCTTTGAGGAC60.596 20
37328 RIM05g05720_92855981 2856423 442 413 29 CCAATGTTGCATTGCTTCAC60.119 20
37385 RIM05g06110_13051152 3051760 608 643 35 CTCTCTCTCTGCTGCTGCC59.117 19
37400 RIM05g06110_163055177 3055617 440 391 49 AAGCCTCCATGCACATAAGC60.243 20
37405 RIM05g06120_23060375 3061139 764 831 67 AATGGCAGATATTGGGCAAC59.791 20
37418 RIM05g06230_23154072 3154618 546 569 23 TCGTTACTTTTGAAACGCGG61.147 20
37427 RIM05g06280_43204591 3205410 819 875 56 CCAAAGGAAATGGATGAGGA59.864 20
37560 RIM05g06700_43490152 3491192 1040 1081 41 CTCCGTACAGGCTCTTGCTC60.156 20
37571 RIM05g06790_43548793 3549821 1028 948 80 GTAACTTGCTCTGCAGCCGT60.602 20
37628 RIM05g07030_163696419 3696942 523 583 60 GATGAGCGTGTCTTGGGACT60.269 20
37673 RIM05g07380_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20



37675 RIM05g07400_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
37679 RIM05g07600_14076104 4077146 1042 990 52 AGCGAGCCTAGCGAAAATGT61.393 20
37707 RIM05g07870_24250889 4253253 2364 2396 32 TTAATCTTCACCCCAAGCCA60.439 20
37727 RIM05g07940_24302220 4305264 3044 3080 36 GCCAGGGAAAACAGAGATCA60.195 20
37760 RIM05g08230_14478542 4480360 1818 1732 86 ATGGCTGAAGAGGGGAGATG61.529 20
37821 RIM05g08820_14868154 4868997 843 876 33 GCCGAGTCCAGGATCACC61.66 18
37892 RIM05g09300_215705015 15705496 481 516 35 ATTCACGCATGTTCGAATGA60.08 20
37963 RIM05g09570_618319925 18320106 181 347 166 GCACTAGCAAGAAGGATGGC59.985 20
37965 RIM05g09570_87995976 7996433 457 531 74 TGGGTGTATGAATGGCAAGA59.924 20
38010 RIM05g10250_116584395 16585159 764 709 55 GAGAGCTTCCTGGCTCTCGT61.212 20
38119 RIM05g10980_36135516 6136114 598 639 41 AGCAGAGCAGGGGAGAGG60.656 18
38134 RIM05g11190_16316828 6318361 1533 1553 20 ATGGCTCTCCTCCTCTCTGC61.043 20
38247 RIM05g12420_37140669 7141849 1180 1135 45 TCAACAATTCCGAAACATGA57.511 20
38290 RIM05g13450_17462741 7463595 854 889 35 TATCCGGCGATACACAAAGC60.991 20
38326 RIM05g13800_37650932 7651689 757 789 32 AGGAGTAGGCGGGTTCTGAT60.096 20
38330 RIM05g13800_77653812 7654451 639 673 34 CTAGTCGAAACTGGGGGTGA60.103 20
38336 RIM05g13910_17732897 7733779 882 783 99 CAAGGGTGAGACTGGAGCTT59.45 20
38344 RIM05g14000_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
38414 RIM05g14460_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
38516 RIM05g14860_18440807 8444635 3828 3924 96 TCTGCACCAACTCCATGTTC59.682 20
38717 RIM05g16630_122829165 22831189 2024 2121 97 AGTCGACGCTCTCCAACCT60.001 19
38840 RIM05g17050_173750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
38880 RIM05g17140_79811820 9812238 418 379 39 GAAGCCCAAATCAATGATCC59.324 20
38972 RIM05g17940_110313703 10315212 1509 1560 51 ACGCAGAAGCCGAGAAAATA59.982 20
39041 RIM05g18570_31457616 1457973 357 336 21 CAGCCGACCATTCCTCCT61.188 18
39050 RIM05g18710_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
39164 RIM05g19430_121003752 21005222 1470 1501 31 GCTGCTAGGGGGCTCAAT60.326 18
39199 RIM05g19900_311595896 11596269 373 270 103 GTCCGACCGGGCTATGTAT59.788 19
39218 RIM05g19980_327446821 27447045 224 364 140 GGCTACGAGATCATGGGCTA60.199 20
39279 RIM05g20710_312141981 12142088 107 135 28 GAAGAACAACCAGCTGCTCC59.997 20
39302 RIM05g20920_115594516 15595076 560 370 190 GAGGATGCCAATGCTCATCT60.189 20
39331 RIM05g21120_412421203 12421550 347 389 42 CGCCGAAACATAGATGGAGT60.096 20
39354 RIM05g21190_115594769 15595134 365 175 190 CTTGAAGTCCAGCCTCATCA58.957 20
39539 RIM05g23740_313566636 13567290 654 687 33 TCTGGTGACACTCACCTTGG59.705 20
39573 RIM05g23880_213678080 13678671 591 565 26 GACCGCGTCTTCTTCATCA59.934 19
39598 RIM05g23940_1713722408 13723587 1179 1023 156 CCAGCAGAAGCAACACAGAA60.175 20
39637 RIM05g24120_119753553 19755059 1506 1533 27 GCCAGTTCGGTCTGAATCAT60.081 20
39663 RIM05g24290_213993429 13994208 779 826 47 GCTCAGCCTACTGTTGACCC59.874 20
39748 RIM05g24880_414354624 14355304 680 700 20 ATTCGAGCAAACATCGCTCT59.985 20
39751 RIM05g24910_114473375 14474649 1274 1325 51 CGCTTCTTCATCCTCCAACA61.316 20
39773 RIM05g25010_614418408 14418567 159 240 81 TAACCAAATTGCCCAAAACG60.701 20
39787 RIM05g25070_514455150 14456253 1103 1136 33 GGGTGATAACCCTGAAGATGA58.85 21
39843 RIM05g25390_214693284 14695487 2203 2390 187 AGATCTCACGGATAGCGGAT58.719 20
39868 RIM05g25600_114822288 14822508 220 261 41 GCATCATGAAGACGCCCTAT60.066 20
39881 RIM05g25700_314892319 14894847 2528 2504 24 GACATCCTCGGCTCCAGATA60.181 20
39904 RIM05g25850_114989620 14991798 2178 2223 45 CCAGAGCGCCATCAAGTT59.942 18
39924 RIM05g26040_115079004 15080846 1842 1888 46 GATACTCCGGCGACCTTCTT60.599 20



39932 RIM05g26040_915085530 15086285 755 896 141 CGGTACCTGGAGTAGCTTCG59.891 20
39976 RIM05g26310_413015732 13016772 1040 958 82 TGCGTGCATTATTCCTTGTC59.694 20
40000 RIM05g26740_23406424 3406589 165 210 45 AGGATTTCTGGCCCATCAGT60.853 20
40097 RIM05g27610_11455345 1455875 530 590 60 AACGAGCTAGGGAACGTGAA59.875 20
40116 RIM05g27840_116172095 16172640 545 719 174 GGAAGGAGGAAGAAGATCGC60.293 20
40160 RIM05g28280_116494999 16496063 1064 1094 30 GAGCTCGACCTCTCCTCCTC60.636 20
40183 RIM05g28300_1316516532 16519163 2631 2584 47 AAAGGCTTTTGCTGATAGCG59.63 20
40184 RIM05g28300_1416519267 16519501 234 259 25 CTCACAGAAGCGACCCAGAT60.408 20
40186 RIM05g28330_116527061 16528077 1016 930 86 TAAAAGGGTTTGGCACCTTG59.968 20
40405 RIM05g30250_817472408 17472820 412 381 31 TGAAGATATTGCTGCCACTGA59.435 21
40429 RIM05g30300_217506971 17508967 1996 2019 23 TCTAAAGGCGCTGCAATTTT59.985 20
40442 RIM05g30340_117524088 17524899 811 851 40 AGCTGTTTCCGACAATTTGG60.11 20
40481 RIM05g30800_317810728 17812289 1561 1530 31 GCTGGCTTTCAGGAGTTGAC59.997 20
40532 RIM05g31062_817995167 17995448 281 352 71 CTGAACAGCGGTACACCAAA59.758 20
40548 RIM05g31220_824750423 24750575 152 126 26 GAGCGTACCGAGCTTTTCAC60.022 20
40611 RIM05g31874_418492980 18493878 898 1028 130 ATGAACTGGATCACCGGAAG59.927 20
40683 RIM05g32340_317120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
40703 RIM05g32390_418834026 18834550 524 552 28 GCTATTTATCGGCACCCGTA59.95 20
40710 RIM05g32400_118840930 18842721 1791 1766 25 ATGGCACCATCACATCTCAA59.925 20
40711 RIM05g32400_218843010 18843740 730 709 21 TGCTATTGCTGCTAATATTTCCTT58.62 24
40798 RIM05g32700_911702623 11702960 337 376 39 CTGAGAGGAGATGAGGGTGG59.785 20
40811 RIM05g32760_219118700 19119504 804 829 25 GATGAATGGGAGACTTTGGC59.488 20
40814 RIM05g32780_119141205 19142011 806 865 59 CCAAGCACCTCCTTCTTTTG59.846 20
40863 RIM05g33110_219353313 19354128 815 682 133 ATTTCCCTCTTTGCAGGCTT60.208 20
40877 RIM05g33200_219408842 19409146 304 280 24 ATCGGCACTTCAACTTTTGC60.257 20
40882 RIM05g33220_119418480 19418848 368 455 87 GGGCCATCAACTACAGCATC60.492 20
40918 RIM05g33610_619710077 19711084 1007 877 130 AACTTCGGAGGAGGGAATTG60.434 20
40926 RIM05g33620_719716492 19717039 547 484 63 CGAACACGAGTTGATGGAAA59.691 20
40930 RIM05g33700_119771763 19772244 481 457 24 AGGGAGAGGAGTGGGGGT60.878 18
40936 RIM05g33790_32507587 2507898 311 336 25 TGACTTGGTGAATGCCATGT59.967 20
40945 RIM05g33810_719865174 19867396 2222 2144 78 TGGAAGTTCTCTTGATCAGCC59.42 21
40987 RIM05g34250_216042143 16042309 166 237 71 TGGGAGAATCGCTACACCTC60.218 20
41021 RIM05g34380_120317308 20317623 315 337 22 TTGCGAAACCATGTCAACTC59.697 20
41047 RIM05g34520_420400835 20402978 2143 2169 26 TGGTCACTGGATTGGAATGA59.893 20
41066 RIM05g34590_120444758 20445468 710 902 192 GTGGGCTAGAGAGGGGTTCT59.699 20
41075 RIM05g34700_320526684 20527045 361 388 27 CTCCTCGTGCAGCAGTACAC59.648 20
41091 RIM05g34770_220568571 20569383 812 845 33 CCAACAAGAACATGGCTGTG60.152 20
41101 RIM05g34790_620585324 20585795 471 497 26 CATGTTCAAAACCATGGCAC59.823 20
41141 RIM05g35180_613684899 13686453 1554 1749 195 AGATGAACGGCGATGGATAC59.923 20
41145 RIM05g35230_120870362 20871350 988 1024 36 GCCGGACAAGCTCTTCTGTA60.538 20
41387 RIM05g38120_222293684 22294901 1217 1326 109 GTGCTGTTTCGGTTCTTCGT60.299 20
41393 RIM05g38160_122321941 22323472 1531 1496 35 CTACTCCAAGTGGACCAGCC59.721 20
41453 RIM05g38520_122534056 22534841 785 591 194 CTTCGTGGGCATCAACAAG60.247 19
41528 RIM05g39110_222870625 22872211 1586 1630 44 GATGGAGCTGGATATGGCAC60.457 20
41538 RIM05g39210_122926902 22928169 1267 1243 24 TCTTGCTTCCATGTGTGCTC59.992 20
41556 RIM05g39240_222949063 22950111 1048 1011 37 CTCGTCTGCATCACCCCC62.729 18
41562 RIM05g39270_610724109 10725537 1428 1470 42 TCGTTTTGCGTGTTAGCTTG60.052 20



41596 RIM05g39570_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
41673 RIM05g40230_323570363 23570691 328 355 27 CCTCAAGGGCCTCATCGT61.188 18
41674 RIM05g40230_423570747 23570935 188 267 79 TCATCGACGGCAAGGTCTAC61.208 20
41695 RIM05g40270_823594730 23594913 183 222 39 TAACTTCAGCGGGAGTTCCA60.766 20
41698 RIM05g40270_1123595493 23596103 610 658 48 TTCCATCGAACTTTTCAGGG60.044 20
41709 RIM05g40384_123666429 23674382 7953 7898 55 TTCCACAAGTGGAGGAAAGC60.232 20
41822 RIM05g41310_124136399 24136574 175 201 26 TGGAAAATTAAAGATGCTCCG59.199 21
41871 RIM05g41530_424253140 24253682 542 565 23 GTGCTCGTGGTATCCAACCT59.997 20
41886 RIM05g41610_124308826 24310982 2156 2116 40 GGTTCTTGCTCTGCTCATCC59.957 20
41912 RIM05g41800_124418489 24418757 268 246 22 CTCTCCTCGCCCTACCTCTC60.489 20
42000 RIM05g42970_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
42103 RIM05g43400_325174713 25174893 180 204 24 GCTGTCAGCCTAACAAACACC59.795 21
42192 RIM05g43930_125502706 25503130 424 564 140 CGGCGACATGTTTGAGAGT59.846 19
42258 RIM05g44330_625737882 25739062 1180 1158 22 CATTTCAGATGCTTCTGCCT58.048 20
42270 RIM05g44510_112842983 12843641 658 679 21 GTTGAGGCTGTGTCTTGTGG59.31 20
42320 RIM05g44916_1126042226 26043050 824 853 29 AGATCGTGGCCTCTGAAGAT58.845 20
42437 RIM05g45560_117104504 17105355 851 814 37 CAGATCTGGTAGCCCCGC61.749 18
42781 RIM05g47670_227255646 27257070 1424 1389 35 TACCACCACCACCCTCCG62.851 18
42793 RIM05g47770_127291696 27294149 2453 2271 182 AAGAACGAGTTCCTGGGATG59.137 20
42839 RIM05g48060_1127494725 27495242 517 567 50 GCTTTTTGCTGGCTCTCTCT58.961 20
42866 RIM05g48200_1227564073 27564647 574 614 40 TGCTCAAGCACGTGAAGCTA60.887 20
42898 RIM05g48270_227604796 27605892 1096 1117 21 CCTTCACCTTCGATTTCACC59.526 20
42904 RIM05g48280_727616804 27619594 2790 2820 30 AGATAGCAGCACAAGTGGGG60.277 20
42974 RIM05g48760_127881631 27882541 910 884 26 GCTCCTTTGACCAGACGCT60.549 19
43090 RIM05g49300_228228756 28230162 1406 1460 54 GTGAGTGGGTGAAGGGAAAA59.943 20
43091 RIM05g49310_128234123 28234444 321 343 22 AGCCTCGTCAACTACATCGC60.428 20
43098 RIM05g49420_428273989 28274653 664 620 44 ACGGTGGAGCTTATCCACAC59.997 20
43113 RIM05g49520_128329638 28330716 1078 1054 24 TCCGCGTTACGTCCATTAAG61.008 20
43133 RIM05g49530_128338160 28338648 488 565 77 ACATACTGCTGCGCCTCC59.975 18
43152 RIM05g49710_416346147 16346855 708 747 39 ACCACCTCCTCTCGTTGTTC59.153 20
43336 RIM05g50880_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
43409 RIM05g51390_429409972 29410161 189 169 20 CTCGGTTTGCTGATGCTTTT60.386 20
43413 RIM05g51400_229420167 29421073 906 739 167 GGGCTACAAGGACATGATGAA59.947 21
43523 RIM06g01260_2167178 171143 3965 3872 93 GCTTTGGGAAGCCATGAATA60.038 20
43527 RIM06g01280_1179478 179971 493 516 23 GATTCAACGCACTTCACCAA59.697 20
43618 RIM06g01610_1358959 359500 541 505 36 CATCATCAACAAACCCAACG59.816 20
43708 RIM06g02028_1587355 588023 668 697 29 CTGGAACTCTGTGACGAGCA60.178 20
43742 RIM06g02230_1695626 696693 1067 1017 50 AAGTCTCATCTCCACCCCAA59.505 20
43855 RIM06g03180_9700434 700655 221 161 60 GGCCTGATGATGCGATAGTT60.066 20
43864 RIM06g03250_117035652 17038662 3010 2900 110 GCCAGTTCAGCAGGATCAGT60.418 20
44230 RIM06g05710_12582264 2582479 215 170 45 GGATCCAAGGCCAATACTCC60.662 20
44249 RIM06g05820_142659266 2659889 623 694 71 TTGCGTTTATCGGAGAGGTT59.708 20
44356 RIM06g06420_12994991 2996571 1580 1556 24 GCCCTCATGCACACCAAC61.152 18
44369 RIM06g06470_63043854 3044506 652 676 24 AGGCGGATGAAATCTGAAAA59.645 20
44496 RIM06g07300_13503185 3505614 2429 2320 109 GTGAGGACGTAGTAGCCGGA60.277 20
44497 RIM06g07300_23505594 3506670 1076 1178 102 AAAAGTTGAGGTTGGTCCAAAG59.538 22
44502 RIM06g07320_43512297 3513012 715 738 23 GGCCAATCTGTTTAACTGCAA60.124 21



44545 RIM06g07710_433435791 33436044 253 174 79 TCCATTGAACAAGCTCTGGA59.369 20
44560 RIM06g07790_13778685 3779695 1010 974 36 AACCGAAGGATGGGAAAAAG60.291 20
44681 RIM06g08560_34250233 4251358 1125 990 135 CGTTGTGCTCTTCATCTCCA59.984 20
44689 RIM06g08560_114255152 4255992 840 863 23 TTACGATCAAGCATCATGGG59.499 20
44714 RIM06g08670_14320935 4321832 897 764 133 AAGAGCGTCCACGACTTCAC60.453 20
44719 RIM06g08730_14362001 4363057 1056 1087 31 TGGATCTGCTCCTGCCTC60.028 18
44720 RIM06g08730_24363028 4363531 503 461 42 GAGCAACTTGTGGAAGAGGG59.844 20
44781 RIM06g09170_24611871 4612617 746 712 34 ACGCGCAGTTCTACAAGCTC60.74 20
44828 RIM06g09560_54867993 4868893 900 923 23 GCATTTCGGGCTTCTGTTT60.207 19
44882 RIM06g10220_15237079 5238806 1727 1769 42 AGGTGGAGAGCTCGTACAGG59.474 20
44911 RIM06g10370_211482642 11483550 908 799 109 GAGCTAGCCCTCGAAGGAAT59.947 20
44913 RIM06g10370_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
44992 RIM06g10770_15621819 5623596 1777 1797 20 GGGAGGTGGTGTCTGTGAAT59.817 20
45073 RIM06g11620_46158219 6158385 166 198 32 GAATCAGAACTGCATGGTCG59.245 20
45092 RIM06g11890_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45105 RIM06g11970_86372906 6374099 1193 1365 172 CGTCAACATCTGCCATGC59.777 18
45219 RIM06g12950_17084311 7086858 2547 2606 59 GAGATGGCTCTGTCTCGGTC59.952 20
45221 RIM06g12970_17096596 7097460 864 820 44 TGGATTCCACTGGGAAAGAG60.042 20
45239 RIM06g13210_27247240 7248256 1016 890 126 GACCGCTACTCCACCATCAC60.542 20
45243 RIM06g13220_17259758 7261706 1948 2004 56 TCCGCTCCTACGTCTCTCTC59.703 20
45258 RIM06g13330_57334064 7334442 378 214 164 AGTTCCTGCTGAGGTTGGAA59.844 20
45277 RIM06g13520_27459972 7460352 380 403 23 AATTTCACAAGCATTACAATCACT57.003 24
45279 RIM06g13570_27487866 7488901 1035 1008 27 GCGGAGGCTAATGTGGTTAC59.597 20
45311 RIM06g13670_97585789 7589390 3601 3625 24 TTCTTTCCGTCCGCAATATC60.038 20
45358 RIM06g13890_89216016 9216538 522 478 44 TGCAAGAATGGAGGGAGAAC60.195 20
45359 RIM06g13890_97739531 7740085 554 577 23 CGAAGAGAATTTTTCCTGCC58.903 20
45362 RIM06g13990_27785647 7786041 394 450 56 TTCCCTACACGAGCTTCTGC60.538 20
45423 RIM06g14490_28142580 8143379 799 771 28 GTGATCAACTCCGTCGTGC60.272 19
45498 RIM06g14740_378312659 8313049 390 368 22 AGCAAGGTGGAGTTCCATTG60.111 20
45509 RIM06g14820_18414061 8415712 1651 1736 85 ACCCCCTCAGTATCCATTCC60.015 20
45520 RIM06g14940_18235651 8236617 966 1052 86 GCGTCTACGACTTCACCACC60.721 20
45535 RIM06g15360_78723652 8724324 672 703 31 TCAGGACCTAATGCGAATCC60.036 20
45542 RIM06g15370_38739473 8741954 2481 2400 81 CTCGTCCACACCGAACAAC60.146 19
45547 RIM06g15470_48782594 8784049 1455 1427 28 CAAAGGTTCCAAAATGAAAAGG59.852 22
45561 RIM06g15670_38873130 8873788 658 682 24 ACACGTGAGGAGGAGCGA60.576 18
45590 RIM06g15850_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45610 RIM06g15990_109094661 9094957 296 271 25 ATATTTGGCCCTGTGCAGTC59.962 20
45616 RIM06g16030_39117895 9119877 1982 2002 20 GGGCTGGTGTTGTTCCTATC59.41 20
45617 RIM06g16030_49120064 9121580 1516 1585 69 ACCAGCAACTTCTCGACACA59.467 20
45687 RIM06g16540_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45693 RIM06g16580_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45736 RIM06g16900_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45839 RIM06g18164_39611846 9614321 2475 2371 104 TCGAAATTTGACTTAAAAGCTGG59.79 23
45845 RIM06g18780_14326639 4327687 1048 943 105 GCACTGGTGGAGAAACCATC60.52 20
45847 RIM06g18780_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
45853 RIM06g18820_110684956 10688184 3228 3248 20 GGAGCTTCGTCTACCTCGTG60.012 20
45865 RIM06g18940_533435791 33436044 253 174 79 TCCATTGAACAAGCTCTGGA59.369 20



45937 RIM06g19650_211211137 11211604 467 487 20 CCTGAGGAAATGAGATCAGTCA59.284 22
46105 RIM06g20480_211760601 11760980 379 311 68 GGGCAATTTATAGCCCCCTA60.129 20
46142 RIM06g21000_220962839 20962996 157 183 26 ACCTCGAGCTGGATTACCCT60.096 20
46143 RIM06g21000_31458355 1458523 168 188 20 ACGAAGAAGGCGAAAGTTGA59.993 20
46151 RIM06g21040_112217000 12219282 2282 2476 194 CCCGTCACCGATGACTATTT59.813 20
46261 RIM06g21730_533435791 33436044 253 174 79 TCCATTGAACAAGCTCTGGA59.369 20
46266 RIM06g21760_112571640 12572676 1036 913 123 GCAAGGGGAGTCCAGTTACC60.883 20
46278 RIM06g21820_212572294 12572676 382 273 109 ACGTGTTCACCTCCACCTTC60.009 20
46335 RIM06g22120_212838623 12840107 1484 1564 80 ATACAAGCACACCACAGCCA60.183 20
46349 RIM06g22240_512905742 12905923 181 224 43 CAAGGAACAATCTGGATGGG60.309 20
46374 RIM06g22370_512989242 12989509 267 223 44 CCAGATGTGGTAAGGGAAGC59.55 20
46400 RIM06g22650_713166229 13167802 1573 1553 20 GCAGAGGGTGGTACAGCTTG60.854 20
46425 RIM06g22919_313386731 13388833 2102 2032 70 CGACGGCTACCACAACTACA59.781 20
46438 RIM06g23040_113440078 13440249 171 195 24 GATGGAAAAGGCGAAGGTC59.62 19
46452 RIM06g23130_113487443 13489440 1997 1934 63 AGGAGCAGGAGGATCAAGTG59.405 20
46465 RIM06g23180_113538329 13539374 1045 1078 33 CTGCGATGGCGAGTACCAC62.816 19
46532 RIM06g23780_713894996 13896316 1320 1344 24 CATCGTCACCGACTTCCAC60.105 19
46535 RIM06g23870_213948852 13949886 1034 1006 28 CGTCACCGATTTTCACGTC60.104 19
46544 RIM06g23920_313975623 13976378 755 707 48 GACCCTCGGCAGAGCTAAC59.965 19
46588 RIM06g24330_214228489 14229744 1255 1220 35 AGTAGGGCCAGGCTGTGG61.238 18
46591 RIM06g24370_114265142 14268884 3742 3702 40 GCAATCAGGATCGGCATAGT60.066 20
46605 RIM06g24420_711526812 11527165 353 327 26 CCTTTGCGTAAACCTCCTTG59.741 20
46634 RIM06g24570_55950515 5950633 118 145 27 ACCGATGGTTCCAAGATGAA60.317 20
46636 RIM06g24570_74466877 4467437 560 634 74 GGGACCAGCTCATCACAGTC60.689 20
46725 RIM06g25530_214929753 14930062 309 222 87 ATCGGGGTATGAAGTCGTTG59.813 20
46812 RIM06g26140_215293548 15294112 564 523 41 GGGAGAGGCTGGAATCGT60.16 18
46906 RIM06g27800_715742651 15742990 339 318 21 TGTTGGTCTTTTTGATGGCA60.088 20
46916 RIM06g27900_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
46925 RIM06g27990_217144051 17145697 1646 1593 53 AAGATCAACAACCCACGGAG59.966 20
46965 RIM06g28350_416127629 16127867 238 204 34 GGCTCTAGTTCACGCCAAAA60.386 20
46980 RIM06g28380_816141132 16141352 220 178 42 TGCTCCCGTGATTTTTGTAG58.771 20
47075 RIM06g29220_116676078 16678977 2899 2848 51 GCTTGCATCTACGGCTGC60.686 18
47134 RIM06g29370_116790391 16791812 1421 1387 34 GGCATCTGACGCATAAGAGAG59.992 21
47150 RIM06g29560_28104048 8104379 331 359 28 TGACTTCTGCCCATTTGATG59.648 20
47162 RIM06g29660_114606113 14606511 398 432 34 ATGAAGCGTGGGCTCATAGT59.723 20
47261 RIM06g30070_833433793 33434121 328 294 34 CCGATTTGGTCTTCCTCAAA60.044 20
47274 RIM06g30210_217434198 17436268 2070 1954 116 TCAAACAGATGTATGGAATTGG57.487 22
47280 RIM06g30260_48102411 8103329 918 1028 110 ATACCACATCTTTGAGCCGC60.103 20
47357 RIM06g30570_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
47369 RIM06g30680_617774528 17776547 2019 2046 27 CAAAATTTGGGATGTTGCAG59.013 20
47400 RIM06g31000_3876894 878015 1121 1039 82 TGTATTAATCCCCGTCCCAG59.64 20
47447 RIM06g31380_217727071 17727676 605 548 57 AAGAGAGAGAGAGGATGCCG58.718 20
47466 RIM06g31550_11327945 1328366 421 481 60 TTGTTCGTGGGAGCTATTCC60.074 20
47510 RIM06g32280_11457616 1457973 357 336 21 CAGCCGACCATTCCTCCT61.188 18
47518 RIM06g32450_242511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
47524 RIM06g32500_315308462 15308921 459 438 21 AAGAGTTTCAAGGCCAGCAA59.993 20
47546 RIM06g32660_418996805 18997044 239 406 167 CAAAACTATGTGGCCTGGCT60.132 20



47608 RIM06g33030_49563001 9563386 385 312 73 GGTTCATCGACCCTCAGAAA60.05 20
47632 RIM06g33160_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
47654 RIM06g33290_619383387 19383812 425 393 32 AGTTAACTGGATGCATGGCG61.052 20
47726 RIM06g34100_119853152 19855471 2319 2183 136 GAGAAGGACCGATGGCAGT60.215 19
47745 RIM06g34310_519958691 19959417 726 758 32 TACGGAGATAAATGGCCTGG59.916 20
47856 RIM06g35220_520549697 20549851 154 98 56 CATTGGAATTGTGCAAGGAA59.518 20
47926 RIM06g35900_120940480 20942010 1530 1564 34 CTCAAGGCGCTCTGCAAC60.863 18
47960 RIM06g36160_221162701 21165716 3015 3074 59 CCAAGAAGTACGAGCCCAAG59.869 20
47973 RIM06g36210_121207447 21210965 3518 3468 50 GCTATGGACGTCTACCTTCCC59.976 21
47983 RIM06g36430_211441452 11442872 1420 1519 99 AACTATGTGGCCGTCACAGG60.975 20
48028 RIM06g36640_110458550 10458834 284 325 41 GGCATGAATCCTTTTGGAGA60.014 20
48033 RIM06g36640_637257576 37257965 389 347 42 TGAAGGCGCAACATTACAAG59.872 20
48200 RIM06g38050_322497250 22497524 274 254 20 TGGCCAATTAACTCCTGAGC60.214 20
48224 RIM06g38320_122698452 22699022 570 629 59 GTACACCTGCGTCACCGAC60.179 19
48276 RIM06g38840_223054448 23055198 750 724 26 CTGTTGGTTCTTGTGATCGG59.135 20
48313 RIM06g39190_12647510 2648157 647 707 60 AGAACCGACAAACAATTGGC59.978 20
48410 RIM06g39870_623686438 23686824 386 352 34 GAAGATGAATGGGGCATCTG60.426 20
48431 RIM06g39950_1391157 393192 2035 1996 39 CAAAACTCCGTAGCCCTCTC58.934 20
48536 RIM06g40690_37630175 7630606 431 462 31 CGTTGCACCGGGTAAATATC60.209 20
48565 RIM06g40780_324311198 24311788 590 622 32 TGTGTTGTATCAAGATGCCCT58.09 21
48566 RIM06g40780_424311828 24313924 2096 1916 180 CACCAAGGGACAAAACATGA59.389 20
48603 RIM06g41110_124573902 24575279 1377 1558 181 CCTTCGATGGCTACCTCTCC61.115 20
48622 RIM06g41250_124683398 24684966 1568 1594 26 GGTTATCCCAGTCGTCGGT59.794 19
48671 RIM06g41880_125117333 25119023 1690 1528 162 AGAACCAGCGAGCGAGTAGA60.299 20
48698 RIM06g41930_325158442 25162456 4014 3891 123 GTCACCAACACCTGCGAGAT61.146 20
48750 RIM06g42370_614081542 14081772 230 253 23 TAATGGCCACCTAGACCTCG60.088 20
48795 RIM06g42710_125683573 25683970 397 366 31 CTCAACCATGCAAGGGATTC60.461 20
48820 RIM06g43000_225834665 25835672 1007 1037 30 ACTCTCGGGATCACTCCCTC60.615 20
48834 RIM06g43140_625933360 25933765 405 369 36 GCGTCTCAACATGGGAACTT60.119 20
48840 RIM06g43160_225941609 25941788 179 155 24 TTCCACAAATATTGCAGCCA60.073 20
48843 RIM06g43240_125988042 25988436 394 338 56 GTATCCTACAGCGAGGCGAC59.866 20
48857 RIM06g43290_2908884 909096 212 252 40 AAGCTTGTAAAGAAGCTATTTGGC59.539 24
48897 RIM06g43670_526284347 26287196 2849 2828 21 AGAATTGATTCTCAGGTTCCG58.253 21
48991 RIM06g44030_1426533959 26535345 1386 1256 130 CACAACTACCCTGTTTGGGA58.468 20
49036 RIM06g44290_52442093 2442528 435 390 45 TCACCCAGTTATGCCATTGA59.924 20
49043 RIM06g44300_426739105 26740783 1678 1699 21 CCTTCCAGGATTTTCCCTTT59.393 20
49067 RIM06g44430_326834016 26834539 523 583 60 AGCAACGTCCTCCTCGACT60.001 19
49074 RIM06g44610_226936632 26939425 2793 2717 76 ATAGCCTGGCTTTGCTTCCT60.36 20
49150 RIM06g45020_1527231381 27231611 230 146 84 AGCACTGTCACGATTTGCTG60.056 20
49183 RIM06g45380_227435095 27436223 1128 993 135 AGTCCCAGTGCATCAACCAT60.395 20
49205 RIM06g45430_527466866 27467114 248 228 20 CAGAGGATATGAATCAGCCAA57.778 21
49241 RIM06g45740_111719590 11720683 1093 1136 43 CCGACAAAGATGACTTCCGA61.176 20
49351 RIM06g46240_728009436 28010111 675 704 29 CTGCAGCACTTGAACCAGTTA59.133 21
49361 RIM06g46340_328102195 28103220 1025 995 30 GGCCAGAAGTACGTCGTCAT60.142 20
49382 RIM06g46380_428144257 28144800 543 597 54 GTAATTACTCAGCATGGCATAATC57.012 24
49395 RIM06g46510_128242256 28243546 1290 1318 28 GACCGCGGAGAAGGAAGTA60.346 19
49461 RIM06g47170_42506873 2507034 161 108 53 CTTGGGCAGCACTTGATGTA59.864 20



49462 RIM06g47200_128616822 28617960 1138 1163 25 CAACATCAACATCTCCGACG60.112 20
49511 RIM06g47330_1528691997 28692529 532 380 152 CAAAGCTCAGCAGCGACTTA59.512 20
49513 RIM06g47340_228695564 28697016 1452 1486 34 AGATCCTCTTGTGGTGGCTC59.258 20
49561 RIM06g47990_14841203 4841747 544 409 135 TATTGTTCGACACCGATGGA59.924 20
49721 RIM06g49000_229696443 29699919 3476 3376 100 TAACCGATTGGACGGGATTA60.146 20
49882 RIM06g49790_830125269 30125701 432 618 186 GTGGAGATGGCTTGGGTAAA59.933 20
49929 RIM06g50220_130408033 30409763 1730 1751 21 GCCCAAGCTACTCACCTCC59.818 19
50055 RIM06g51180_230958553 30959267 714 748 34 ACAAGATTGGCTACATGGGC59.962 20
50056 RIM06g51180_330959248 30959641 393 416 23 GCCTCTACCAAACATCCTCG59.694 20
50057 RIM06g51180_430959634 30960366 732 690 42 TTTGCCAATTCAACAAGCTG59.849 20
50061 RIM06g51180_830961167 30961381 214 191 23 GAGGAGTTCGAGTGGTCCAA60.238 20
50066 RIM06g51190_130966533 30966826 293 233 60 TGTTCGGCTTCTTCATTGGT60.636 20
50083 RIM06g51200_930969530 30969739 209 183 26 CATGCGTCTGGCACATGAT61.75 19
50087 RIM06g51230_130996899 30999409 2510 2489 21 CCCAACCCTCATAAAGACGA59.926 20
50096 RIM06g51250_531016764 31017223 459 483 24 TATCGCACAAAGATGCAGGA60.366 20
50127 RIM06g51340_122632637 22633143 506 529 23 AGCTGCTTCTCCCACTCTTG59.745 20
50133 RIM06g51380_231118170 31118405 235 257 22 GCATGTGTACCCCAAGAACA59.42 20
50204 RIM07g01060_235705 39113 3408 3443 35 GTCCTCTCCTCTGCCCAAC59.783 19
50212 RIM07g01130_578061 78492 431 288 143 CCCATTGAGGCAGCATTACT60.096 20
50260 RIM07g01410_2259429 261001 1572 1727 155 AACTTCACCGCCAAGGATCT61.019 20
50267 RIM07g01500_123958490 23960119 1629 1579 50 CAGACAGCCATGATCCCAC60.063 19
50302 RIM07g01900_1537099 538357 1258 1231 27 GTCGGACCTTCTCCACCAC60.52 19
50319 RIM07g01940_8577809 578498 689 725 36 ACAAGCATCTGTCGGGTTCT59.727 20
50359 RIM07g02230_156799533 6799588 55 158 103 GAGCAAACTTCCAGCCAATC59.82 20
50424 RIM07g03250_21299133 1300238 1105 1081 24 ACAAGGCAGGAGTATGTGGC60.142 20
50426 RIM07g03250_41300492 1302275 1783 1639 144 AGGACCTCTACCTCGGCACT60.274 20
50434 RIM07g03350_61273137 1273763 626 567 59 ATCTTCTTCAGCAACTGGGG59.284 20
50443 RIM07g03440_61273137 1273763 626 567 59 ATCTTCTTCAGCAACTGGGG59.284 20
50469 RIM07g03770_31566048 1570244 4196 4227 31 GTCGCAGCTCGACACCAT61.041 18
50669 RIM07g05470_192543984 2544190 206 182 24 CTGGATCCAAGGCATCATTC60.426 20
50690 RIM07g05660_22696297 2696568 271 435 164 GATGAGGAAATACGGCTGCT59.297 20
50814 RIM07g06670_33253493 3253659 166 195 29 TCTTCACCAAACTGCCAAGT58.342 20
50817 RIM07g06680_13258737 3260672 1935 1975 40 ACTCCAAGTCCAAGCTCCG60.393 19
50833 RIM07g06820_73325540 3326325 785 765 20 TTCAAGATGTTAAACCGGGG59.795 20
50997 RIM07g07709_23871418 3872585 1167 1048 119 CTCACCTCCATCAAGGGTGT59.962 20
51020 RIM07g07940_13987631 3989319 1688 1554 134 TCTGTCATGCCTCTGTCTGC60.146 20
51075 RIM07g08240_54199550 4199877 327 358 31 ACCACCTCTGGCAAGAAACA60.69 20
51086 RIM07g08330_14263308 4264268 960 980 20 GCTTGACTCCAAGAGGACCA60.386 20
51164 RIM07g08810_84547872 4548927 1055 1078 23 TGAAGGGTCACACCATCTTTC59.958 21
51178 RIM07g08850_14584254 4584464 210 242 32 GTCTTGCCACCGGAGATG60.205 18
51192 RIM07g08930_14641666 4643020 1354 1318 36 AGGCTCCGACGACTTCAAC60.402 19
51263 RIM07g09340_34914709 4914926 217 197 20 CACTGTCCTGGGTCATGGA60.534 19
51361 RIM07g09930_11463910 1464565 655 679 24 AGGTTTACCATATGCCGACG59.845 20
51491 RIM07g10620_15768631 5769037 406 366 40 CCTCCTCGATCTCAAGCTCA60.634 20
51635 RIM07g11670_44242662 4244006 1344 1313 31 TTGTTGGACACGGGTGTTAAT60.139 21
51687 RIM07g12170_56810554 6810917 363 403 40 CCAAATGCTATGAATGCTGC59.285 20
51749 RIM07g12770_17309668 7310505 837 866 29 ACGCTCTACTGCATGCTCCT60.187 20



51766 RIM07g12850_77368257 7368558 301 474 173 CAATTGAATCAAATACCACGAGA59 23
51840 RIM07g13190_110095133 10095630 497 426 71 CTTTCGACAAGCCAACTGGT60.291 20
51853 RIM07g13340_47652279 7652771 492 528 36 CGTATCTTGATTGATCCGGG60.288 20
51856 RIM07g13390_24841203 4841747 544 409 135 TATTGTTCGACACCGATGGA59.924 20
51927 RIM07g13728_27873531 7874605 1074 995 79 CGACATGATTGCGAACAGAC60.272 20
51990 RIM07g14380_214179526 14179755 229 122 107 ATGGCGACGAAAATACCAAG59.96 20
52015 RIM07g14650_18351535 8353509 1974 1933 41 AAGGAGGACGCCGTCAAG61.363 18
52077 RIM07g15110_38666343 8667421 1078 1139 61 TGGGCTTCTACCAATTACCG59.953 20
52089 RIM07g15260_28797581 8797724 143 199 56 CATATTTGTGGCAGTGTGGG59.84 20
52139 RIM07g15670_29098520 9099319 799 837 38 GGAAGCTCTGGACATTGGAT59.094 20
52157 RIM07g15740_49139402 9139585 183 282 99 GGCAAGGCGACAAAATAGAG59.845 20
52172 RIM07g15850_29206215 9207350 1135 1166 31 ACTCTCTTCCAATCTCCCCC59.492 20
52179 RIM07g15850_99209701 9209995 294 163 131 TTCCTAAACGGAGAGCTGGA59.948 20
52185 RIM07g15930_39253384 9254712 1328 1302 26 GGCACCGTATCCTTCCTCTT60.464 20
52215 RIM07g16140_59401525 9402196 671 777 106 TATGGATGATTGCCCTGATG59.305 20
52228 RIM07g16400_112260098 12261343 1245 1280 35 ACTGTCACGCCCGGAAAT61.501 18
52278 RIM07g16810_33751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
52280 RIM07g16810_53750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
52286 RIM07g16830_19881149 9881396 247 312 65 GTGCCGTTTCCTCGAAATTA60.074 20
52305 RIM07g17130_310065792 10066570 778 581 197 GCTGGTGATAAAGGCTCAGG59.836 20
52314 RIM07g17260_513854763 13855480 717 811 94 TTCACCTTTTCAGGACAGCA59.415 20
52332 RIM07g17440_114654286 14656081 1795 1744 51 ACCAAGCAAGAGCTGAGAGG59.745 20
52338 RIM07g17450_210298287 10298943 656 679 23 CGAGGACAAAAGGGTCTCTG59.837 20
52340 RIM07g17510_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
52422 RIM07g18120_510733858 10734295 437 414 23 TGGTGGAAAGGCAGTCAGAT60.656 20
52442 RIM07g18210_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
52463 RIM07g18390_310894024 10894231 207 131 76 GTCCATGGAAGCGAGCAT59.75 18
52491 RIM07g18720_1611073263 11073873 610 672 62 TCCTGAAGACTTCCGTGGTT59.697 20
52494 RIM07g18780_111107140 11107443 303 340 37 ATGAAGGATCTTGGTGCTGC60.226 20
52495 RIM07g18780_211107852 11108350 498 520 22 TGATGTAGTCGCGCAAGGTA60.423 20
52517 RIM07g18874_311175459 11180380 4921 4859 62 ACGGTGTATTTTGGAGCAGC60.14 20
52559 RIM07g19274_111404693 11405244 551 583 32 CATTTTCCCATATCCTCGTGA59.77 21
52560 RIM07g19274_213684899 13687577 2678 2821 143 AAGCCGAAGCTCACTTTTGA60.132 20
52575 RIM07g19444_211502360 11503398 1038 1120 82 GAGGAACAGGTTCCAGCAGA60.386 20
52595 RIM07g20180_111646432 11647277 845 881 36 GCACTTCTGGATAGAGCTTATGG59.428 23
52638 RIM07g20680_15960182 5960648 466 488 22 AGACGAAGACCATGATCGCT59.834 20
52738 RIM07g22380_48102564 8103681 1117 1211 94 CATGTTGCAAATGCCAGTTC60.119 20
52770 RIM07g22590_512711229 12712235 1006 983 23 AATCGTGCTTCCACTTCCAG60.255 20
52832 RIM07g23110_913031518 13031716 198 171 27 GCTTGAGAGTGAGAATGCTGAA59.763 22
52853 RIM07g23244_113098233 13102271 4038 4068 30 GGAGAGGAAGTGGGGAAGTT59.534 20
52861 RIM07g23354_53750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
52867 RIM07g23354_113747489 3748028 539 613 74 CGAAGAAATCCTTGATCCCA60.006 20
52871 RIM07g23430_113218871 13222285 3414 3544 130 TTTCAAAAATGCTTCTCCCG60.181 20
52889 RIM07g23550_113314171 13315224 1053 1088 35 CAGGACAAATTGCACCTTCA59.691 20
52941 RIM07g23880_2013496512 13499228 2716 2739 23 AATGTTGGAGCTGGTTCTGG60.111 20
53052 RIM07g24450_113921026 13921678 652 730 78 ATGAAGGCTACACGAGCTGC60.569 20
53192 RIM07g25490_114601619 14603422 1803 1744 59 CAACAGGTCCATTAGCGGAG60.647 20



53203 RIM07g25570_114657773 14659241 1468 1411 57 CGAACTCAGAGAAAGCTCGG60.269 20
53347 RIM07g26610_715344046 15346248 2202 2255 53 TGCATCCGATCTTGTGAAAG59.799 20
53351 RIM07g26610_1115346727 15347765 1038 1004 34 GATTGCTTTGATGTCTGCCA59.805 20
53358 RIM07g26630_115358609 15358813 204 179 25 GTGTACACCGTCTTCTCCGC60.721 20
53361 RIM07g26640_215358609 15358813 204 179 25 GTGTACACCGTCTTCTCCGC60.721 20
53363 RIM07g26660_18944300 8944502 202 97 105 TACACCGTCTTCTCCGCC59.787 18
53379 RIM07g26800_315488091 15488257 166 111 55 CTGCTCCGAAGAAGAAAACG60.125 20
53421 RIM07g27070_416963230 16963538 308 333 25 CGTGTGATCATTGATGGAGG59.918 20
53469 RIM07g27320_115883769 15884385 616 661 45 CCAGATCCACCGCGTCTC62.875 18
53485 RIM07g27350_915914754 15915129 375 354 21 AAACCATCCAATCCTTGCTG59.933 20
53498 RIM07g27450_115990289 15992452 2163 2142 21 CGTCTCCACCCTCACCTC59.142 18
53546 RIM07g27800_316221149 16222732 1583 1556 27 AGGATTGTGATGATCCCACC59.593 20
53583 RIM07g28090_316375452 16376105 653 633 20 TTTGGTTGTTTGCAGATGGT59.024 20
53630 RIM07g28290_116525452 16527032 1580 1496 84 AGGTGGAGAACATGGAGGTG59.962 20
53654 RIM07g28460_516654583 16655784 1201 1141 60 GAATGCACGCATCTCTTGTT58.879 20
53765 RIM07g28980_117000779 17001960 1181 1150 31 GGCGAAGGATTGTTCCATCT61.357 20
53788 RIM07g29180_21455375 1456447 1072 1153 81 AACGTGAACGTGAAATGCAA60.157 20
53789 RIM07g29180_37234283 7234438 155 176 21 CCATGTGAGCTGCATATTCC59.105 20
53809 RIM07g29230_117130789 17131238 449 364 85 TGAGGCTCTCACCAAGTGC60.13 19
53841 RIM07g29600_317400489 17401480 991 1056 65 AGAAGGTCAGCCCAGCACT60.001 19
53900 RIM07g29990_17234283 7234438 155 176 21 CCATGTGAGCTGCATATTCC59.105 20
53925 RIM07g30120_117771722 17772224 502 481 21 TGTGTTGTTCAGCGTCCAAT60.16 20
54023 RIM07g30630_118127923 18128351 428 475 47 GACCCAGCCAGTCAAGAGAC59.841 20
54033 RIM07g30750_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
54052 RIM07g30830_118250037 18251177 1140 1120 20 GTGATGTTCGCCTGGCTC60.373 18
54162 RIM07g31460_118642276 18642533 257 294 37 ATCTTCTCCCTCACCTCCGT60.073 20
54178 RIM07g31480_118672020 18673026 1006 912 94 ACAAGGCTACCGACAAGGAG59.353 20
54218 RIM07g31720_218840692 18840949 257 323 66 AGCTCGCAGTCACAAATCCT60.02 20
54268 RIM07g32340_119223935 19225756 1821 1851 30 CGAGAGCTCGGTTTCTTCTC59.308 20
54311 RIM07g32660_519495563 19495971 408 432 24 ATCCAGATCGACTGGTCCCT60.881 20
54339 RIM07g32750_23751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
54340 RIM07g32750_31457763 1457956 193 172 21 CCATGTGAGCTGCATATTCC59.105 20
54431 RIM07g33400_119965961 19967120 1159 1138 21 GGCCTCCTTCTTTAGTCGGT59.713 20
54461 RIM07g33550_120045324 20045544 220 198 22 GATGGATGAGGAGGTCAGGA60.008 20
54467 RIM07g33580_120045324 20045544 220 198 22 GATGGATGAGGAGGTCAGGA60.008 20
54472 RIM07g33610_120045324 20045544 220 198 22 GATGGATGAGGAGGTCAGGA60.008 20
54524 RIM07g34030_420342085 20342726 641 489 152 TGATGTCAGTGATGTTCTGGG59.535 21
54539 RIM07g34090_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
54552 RIM07g34130_120409974 20413376 3402 3356 46 GCCCAAGAGCAAGTTCAAGA60.517 20
54580 RIM07g34350_120587178 20587629 451 471 20 CAGTGATGGAGTGGTTGTCG60.154 20
54583 RIM07g34390_320618003 20619426 1423 1383 40 TATGTTGTTCTGAGCCCGGT60.517 20
54642 RIM07g34740_320814235 20814527 292 159 133 TGAGGCTGAAAACAACAAGC59.05 20
54666 RIM07g35004_120969871 20972995 3124 3016 108 TCTTCAAGATCCCCAACGAC60.05 20
54668 RIM07g35004_320973293 20973515 222 250 28 GACAACTTCTCCGACGCCT60.402 19
54706 RIM07g35300_121128361 21129678 1317 1259 58 CTTTCTTCGCCGGAGGCT62.877 18
54722 RIM07g35340_521147266 21147656 390 425 35 ACGGGAGCCTGGATAACTTT59.962 20
54740 RIM07g35440_313020131 13021631 1500 1468 32 TTGTGGTCACTGGAGCAAAC59.726 20



54773 RIM07g35940_421504340 21504573 233 285 52 GGTCTTCTTGGGATGCAGAG59.803 20
54797 RIM07g36190_121624753 21626058 1305 1326 21 ATGGACGAGGTCCAGAAGC60.215 19
54844 RIM07g36680_321953739 21954628 889 938 49 AGATGGGGAGGGAGAGTGTT59.929 20
54899 RIM07g37470_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
54953 RIM07g37790_630914992 30915671 679 711 32 GGTGTCATCGGTGCACTTGT62.041 20
54978 RIM07g37900_822742698 22743711 1013 1040 27 AGCCGACATTTTCACCAAAC59.978 20
54984 RIM07g37960_222781998 22782468 470 446 24 CGAGGAATCAGTTCACAGAGG59.852 21
55064 RIM07g38840_123298176 23299163 987 1007 20 GAGACGGCGTTCTCTCTTCC61.449 20
55065 RIM07g38850_123301737 23303060 1323 1357 34 CTCCTCTCCTCCGCTTCG61.196 18
55087 RIM07g38960_423357851 23358141 290 318 28 ACAACCTCTTCGCCCATCT59.67 19
55091 RIM07g38970_423362814 23363366 552 572 20 CAATGGCACGAATTTTGTTG59.969 20
55151 RIM07g39520_123677500 23678211 711 678 33 TCAACTGCAGCAACGTCTTC60.183 20
55167 RIM07g39630_123753319 23754339 1020 992 28 CTTCCTCGACCTACACTCCG59.861 20
55224 RIM07g39980_123984489 23985022 533 561 28 CTCCTCCCACGTCAAGGTC60.662 19
55226 RIM07g39980_323985534 23986067 533 569 36 AGACAGCCCTTGATGCAGAT59.834 20
55229 RIM07g39980_623987860 23988490 630 661 31 GCTCATCAACAAGAAGTTTGGA59.359 22
55349 RIM07g40940_224505434 24506341 907 760 147 TACTTCCAGAGGAACAGGGC59.284 20
55390 RIM07g41360_124772607 24774337 1730 1802 72 CTGCTTCGGCTACATGGTCT60.419 20
55400 RIM07g41390_124799553 24800582 1029 966 63 GAGCTCGTCGTCTTCCTGG61.109 19
55540 RIM07g42280_1125302757 25303879 1122 1075 47 GAAGGCATGGCTTTCTTCTG59.955 20
55567 RIM07g42380_625359489 25359853 364 340 24 TGGTGATCTTAGCCCAGAGG60.21 20
55658 RIM07g42660_425540507 25540798 291 318 27 CAGAGCCTTGGGATTTGAGA60.331 20
55708 RIM07g42970_125740415 25741921 1506 1479 27 CTTGGCCTACCTCAACTTCG59.869 20
55735 RIM07g43200_225887885 25888036 151 171 20 GAGATCTCTCTGCCTTCCCG61.41 20
55811 RIM07g43690_326149318 26150198 880 956 76 GGGTATTGGACGGAGATACG59.269 20
55817 RIM07g43710_326158222 26160155 1933 1913 20 ATGGCCAAAGGACAAGCTAA59.708 20
55827 RIM07g43810_126211127 26211713 586 445 141 CGGCTCCGTTGAGATGGT62.236 18
55832 RIM07g43870_226231387 26232082 695 674 21 TACGAGCAGCTCTCCAAGG59.278 19
55855 RIM07g43925_426256489 26257769 1280 1301 21 GAGATCTCCATCGGCTGC59.409 18
55901 RIM07g44210_1026421536 26422363 827 899 72 CTTAACATCCCCACGGAAGA59.926 20
55956 RIM07g44470_126559122 26559837 715 610 105 CGTCGTCCTCACCTTGCT59.98 18
56012 RIM07g45000_426847567 26848061 494 459 35 GAATCTGCTCGACTTTTGCC59.962 20
56022 RIM07g45050_226879875 26880440 565 596 31 AAGGCACCAAAGATTTGCAT59.574 20
56090 RIM07g45410_227087297 27087728 431 408 23 TTGATGTTTGCATTCGTTGC60.654 20
56094 RIM07g45450_36978562 6978816 254 287 33 TTCATGCAGCTATTGCAAGC60.126 20
56100 RIM07g45480_127131638 27133841 2203 2110 93 TCGGTTCATCACAGTCATCG60.688 20
56154 RIM07g45780_227329824 27330392 568 524 44 GACGGGGCATTTATGTTGAT59.651 20
56177 RIM07g45970_327421933 27422237 304 434 130 CCAAGCCAAGCTCACAGAAT60.397 20
56183 RIM07g45990_227442391 27442811 420 394 26 GCAGTGCAACAGAGAATTGG59.445 20
56222 RIM07g46130_527531573 27531971 398 451 53 CGAGCTCATGGAATCAGACC60.769 20
56236 RIM07g46170_227550741 27551440 699 733 34 GCACCTTTTGATCCAGCTTT59.316 20
56322 RIM07g46390_327684551 27684754 203 228 25 TACAATGCCCACAAAGGATG59.395 20
56325 RIM07g46410_327694383 27694899 516 486 30 TGAATGTGAAGAGCAGACCG59.984 20
56326 RIM07g46410_427695090 27695849 759 642 117 AGGATCAGCTACGAGCATCC59.415 20
56352 RIM07g46450_2027720190 27720988 798 734 64 TCAGGAGAAGAAGCAAAGGAA59.181 21
56457 RIM07g46900_928041190 28042381 1191 1367 176 GGAGGGGAGTGTAGCATGAG59.679 20
56458 RIM07g46900_1028042298 28042460 162 338 176 TTGTCAAACTGTGTGGCACC60.616 20



56624 RIM07g47710_128500218 28501080 862 805 57 GTCACCGTCACCTCCGAC60.097 18
56667 RIM07g47960_128648831 28649412 581 495 86 GTCGAGAGAACGCAAGAAGG60.134 20
56708 RIM07g48330_128881453 28883853 2400 2421 21 CCGTCTTCCCCTTCTACGAG61.131 20
56822 RIM07g48810_229209214 29209397 183 313 130 CAGGATGTCAGGCTTTTGGT60.111 20
56968 RIM07g49300_729523441 29523885 444 479 35 ATACTGCCGCAGCCTGATAC60.265 20
57084 RIM08g01150_1101908 104674 2766 2716 50 CGCAACTCGTCGATTTCAC60.406 19
57108 RIM08g01580_1341978 343771 1793 1757 36 ACGACGTGCAACAACTCATC59.758 20
57119 RIM08g01680_1394393 394612 219 241 22 GACTTCCACCCCGTCTCC60.466 18
57158 RIM08g01760_6459183 459460 277 301 24 GAACACTTGGAGCAACCCAT59.973 20
57196 RIM08g02094_1685582 691625 6043 6107 64 CAACGGCTACACCATCGTC60.128 19
57302 RIM08g03120_326552277 26552807 530 553 23 CGTCTTACCGCAAGGAAGAG60.008 20
57336 RIM08g03350_11560934 1564010 3076 3127 51 GGGACTCAGGTGGCAGATAA60.073 20
57398 RIM08g03730_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
57404 RIM08g03780_11794941 1795342 401 245 156 CGTGATTGCAGCCTCATAGA59.972 20
57408 RIM08g03840_11794941 1795342 401 245 156 CGTGATTGCAGCCTCATAGA59.972 20
57465 RIM08g04250_12065886 2066106 220 192 28 CCAAGCAGATGGTCTCCAAC60.656 20
57468 RIM08g04270_22078885 2079147 262 212 50 AGCTGCCTCAAGGATGGTAA59.836 20
57524 RIM08g04620_22305681 2306154 473 524 51 CGGAGTGCTGTCAAGATCAA59.984 20
57590 RIM08g05430_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
57611 RIM08g05480_22918251 2919709 1458 1364 94 GATGGACACCTCACCCTCTC59.488 20
57617 RIM08g05490_62926039 2926284 245 282 37 GAAGGAAGAAAATGGCGGTA59.158 20
57713 RIM08g05850_23146217 3148647 2430 2476 46 GGTTGTCGACCAGGACAAGT60.009 20
57738 RIM08g06060_23307162 3307726 564 584 20 GAGAGATCAAGCTGCTTCGG60.24 20
57760 RIM08g06300_31463910 1464565 655 679 24 AGGTTTACCATATGCCGACG59.845 20
57879 RIM08g07080_33961739 3963112 1373 1335 38 GCTACAACCGAGGAGAGCAT59.459 20
57896 RIM08g07220_117367112 17367409 297 271 26 ACAACGAAACGGAGGAACAG60.149 20
57901 RIM08g07260_14052350 4052722 372 403 31 GAGGGTGTCTCGACTTCTGG59.835 20
57926 RIM08g07530_14225508 4226482 974 1000 26 GTCATCCTGCGACAACCAC60.113 19
57933 RIM08g07540_74240151 4240739 588 609 21 CTTGCAGGTCCTTGTTGATG59.288 20
57935 RIM08g07590_14263197 4263895 698 656 42 ATCCCGCGAGTACCACAG59.656 18
57936 RIM08g07610_112536803 12537561 758 793 35 TTCCTTCGACTTCTCAGCGT60.134 20
58000 RIM08g07950_74492575 4492727 152 118 34 CCCTTTAGAGGCCATGATGA60.029 20
58036 RIM08g08080_54588337 4588678 341 365 24 GAAGCGAGAAGCTGAGGCTA60 20
58100 RIM08g08310_47234145 7234438 293 314 21 ATTCCTCCTGCAATGGTGAG60.073 20
58145 RIM08g08800_25096294 5098101 1807 1695 112 TTTTGCTGACCCATATTGACA59.027 21
58161 RIM08g08880_35166758 5167130 372 397 25 CACCAAATTGGCACTGTGAA60.552 20
58165 RIM08g08880_75167818 5168556 738 816 78 CAAATTCCAGAGGAAGCAGC59.955 20
58170 RIM08g08950_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
58185 RIM08g09050_15255540 5256998 1458 1513 55 AACAGCGACACCCTCCCT60.678 18
58193 RIM08g09140_126552277 26552807 530 553 23 CGTCTTACCGCAAGGAAGAG60.008 20
58343 RIM08g10230_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
58541 RIM08g10790_112715437 12716211 774 832 58 GACGAAGGAGGGGTGGAC60.466 18
58578 RIM08g11160_210423701 10424339 638 662 24 GGCTGTGTCTTGTGGGTACA59.597 20
58596 RIM08g11320_26655743 6656043 300 325 25 GGAAGTTGAGCTCGTGGAAG59.989 20
58600 RIM08g11470_16731348 6731563 215 245 30 AAGGATTTCTGGCCCAGTTC60.443 20
58691 RIM08g12350_436071197 36071608 411 374 37 GGCAAGGCGACAAGATAGAG59.978 20
58702 RIM08g12500_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20



58734 RIM08g12680_137497958 7498487 529 553 24 AAGCACTGGAGAAGCTCGAA60.277 20
58781 RIM08g12870_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
58796 RIM08g12890_67658823 7662161 3338 3382 44 GGTGGTTGCGGATAGTCTGT59.997 20
58804 RIM08g12910_27675677 7676094 417 449 32 GACTACGGCTAGCGACATCC59.866 20
58809 RIM08g13020_17734641 7735145 504 477 27 ACTGGGCAATCCGCTTCTAC61.533 20
58855 RIM08g13650_58121124 8121895 771 742 29 ATGGGGGTCAAATTGGTTTT60.278 20
58901 RIM08g13990_18388595 8390040 1445 1556 111 TAAGGGGTCCAACTCAACCA60.345 20
58910 RIM08g14020_29743238 9744736 1498 1544 46 TCTTCAGGATTCGAAGCACC60.34 20
58947 RIM08g14250_126552277 26552807 530 553 23 CGTCTTACCGCAAGGAAGAG60.008 20
58956 RIM08g14390_28631598 8632284 686 622 64 CGAGCTTCTCGAGAGGAGGA62.263 20
59004 RIM08g14670_310777494 10778316 822 848 26 CGATCACAAGGAGGGAACAA61.034 20
59018 RIM08g14760_18874231 8875256 1025 999 26 CAAGGACATCGAGGACGC60.363 18
59019 RIM08g14760_28875408 8876890 1482 1439 43 ATCAGGGGGCAACAGATCAT61.661 20
59085 RIM08g15290_29299213 9300269 1056 1029 27 ATTGACGCTATTGACGGCTT59.736 20
59093 RIM08g15420_39385111 9385442 331 308 23 CAACGGCTGGAAGTTCATCT60.255 20
59103 RIM08g15460_59407586 9408621 1035 1199 164 CCAACGATCTGCATATCTACCA59.982 22
59135 RIM08g15830_411135086 11135425 339 378 39 AATGAATGGGAGAAGTCCAA57.017 20
59171 RIM08g16170_19852371 9853517 1146 1054 92 CATCGTCGCCTTTGGATTT60.987 19
59187 RIM08g16230_718139610 18139980 370 333 37 CATGAGGTCCAGGCTCAAAT60.073 20
59198 RIM08g16380_310012238 10013286 1048 1075 27 GAGAATCTTTGCCAATCCGA60.155 20
59209 RIM08g16460_110077481 10078082 601 574 27 TCTTTCCTTCAGCGTTCCAT59.813 20
59233 RIM08g16600_110151685 10153039 1354 1329 25 AGTGGTGGGACAGGAGGAAG61.492 20
59275 RIM08g16900_27585625 7586394 769 699 70 TGTTGTGCCTATTGCTTTGG59.729 20
59276 RIM08g16900_310347020 10348182 1162 1196 34 TCCTCACCGGATGTGATAGA59.036 20
59277 RIM08g16900_410348242 10348971 729 813 84 TCTTCCTCAGAGCCCACAAC60.386 20
59291 RIM08g17040_410435409 10436625 1216 1265 49 TTTGGGTACTCGATCCAAGG59.926 20
59309 RIM08g17180_113088667 13088887 220 254 34 AAGGCGACAATTCTCAAGGA59.813 20
59326 RIM08g17380_110628297 10628911 614 668 54 AGGGCCACGTAGCTGGAT60.645 18
59393 RIM08g17830_210942248 10942534 286 325 39 CACCTCATCAACAGCTTCCA59.831 20
59411 RIM08g17870_1210962580 10965519 2939 2856 83 ACTGCTTTTACTGGTCCCCC60.361 20
59438 RIM08g18110_211102878 11103056 178 222 44 TTTTTGTTGCAGGGAGCAG59.973 19
59459 RIM08g18190_24706192 4706322 130 251 121 CACGGACCCTTCGAGTACAT59.989 20
59461 RIM08g18220_2757466 758802 1336 1207 129 TGTCATATGGAGAAGACAAGCC59.198 22
59465 RIM08g18730_318942375 18943566 1191 1159 32 GCCTGGGGAGACGATAAACT60.464 20
59505 RIM08g19220_63770790 3771266 476 440 36 CGAGTTGGACTACCCAGGAG59.715 20
59556 RIM08g19750_111819315 11820906 1591 1559 32 AAAGAACAACGACGGACGAC60.156 20
59642 RIM08g20200_912119347 12120065 718 560 158 CGAGCTGAGCAGGAAGTACA59.339 20
59722 RIM08g20660_1212418654 12419884 1230 1181 49 TTTTAGCATCACGATCGCAG59.976 20
59724 RIM08g20670_212426602 12426949 347 427 80 ATGGTTGGTGGAGTTCGACA61.383 20
59782 RIM08g21360_12916785 2918151 1366 1271 95 ACGTCATTGCCGACGTCAT62.556 19
59825 RIM08g21690_317523874 17524091 217 300 83 CTATTGCACAGCAAGGACCA59.864 20
60036 RIM08g23020_313964776 13965435 659 639 20 TGTTGGTGCTAGAAGTGGTGA59.35 21
60117 RIM08g23654_614316681 14316819 138 61 77 TCATGGTTGTGGTATCTGCC59.374 20
60128 RIM08g23740_214360294 14360532 238 195 43 GCAGTCTCACCACGACCTTC60.873 20
60183 RIM08g24120_215683302 15685247 1945 1884 61 CCCCAAGTTGACAAAGAAACA59.994 21
60226 RIM08g24420_414753659 14755255 1596 1562 34 TTAGATCATGAGCAACCGGC61.141 20
60306 RIM08g24946_915117699 15119433 1734 1827 93 ATCGTTGGATATGGGGAAGA59.2 20



60339 RIM08g25190_815305725 15307314 1589 1542 47 ATTTTGCCTTTGGGTACTCG59.087 20
60384 RIM08g25460_415493197 15494521 1324 1299 25 CCCACTCGTACTGTTGCTTG59.36 20
60449 RIM08g25770_115684805 15685732 927 975 48 GTCTCACTGCCATGCTCATC59.377 20
60460 RIM08g25820_515712136 15712956 820 797 23 AGATGGAGGTCCAGAAGCG60.356 19
60492 RIM08g26260_117461554 17463017 1463 1507 44 TAGAGCCTCGAACGACACCT60.012 20
60545 RIM08g26880_116370222 16371029 807 837 30 GGAAACAACAGCACCTCGAT60.119 20
60565 RIM08g26930_99044430 9044737 307 284 23 CCAAGTCTCTGCCTACCAGC60.012 20
60584 RIM08g27160_216584742 16584904 162 129 33 GTTTGCCACAAGCAACCTCT60.299 20
60626 RIM08g27410_134210593 34210919 326 364 38 GCAAAAATCTGGTTTTCCCTC59.938 21
60634 RIM08g27460_416756874 16759460 2586 2635 49 GAGCTGATCATACGGAGGGA60.181 20
60638 RIM08g27460_816762191 16762979 788 726 62 CGAGCGAGACACAGTGAAAA60.175 20
60697 RIM08g28010_910120627 10120815 188 143 45 ATCACAGTGGGAAGCAAAGG60.111 20
60714 RIM08g28140_117169129 17169937 808 846 38 GATCGAGATGGTCCTCCAGA60.16 20
60715 RIM08g28140_217169994 17170130 136 162 26 TTGGGATTGCAAACTAAGCA59.301 20
60734 RIM08g28250_217237763 17238349 586 512 74 ATACCTCCAACAAGCCCCTC60.328 20
60744 RIM08g28420_117346868 17347389 521 500 21 TACACGCCCTCTTCAAGCTC60.538 20
60795 RIM08g28930_117684669 17686585 1916 1946 30 CTCGGGTTCGTTTGGGTAAG61.754 20
60838 RIM08g29150_917846314 17846858 544 412 132 GTCATTGGTGTTATCGCCG59.94 19
60847 RIM08g29160_817852208 17852471 263 319 56 CCACAAAGGTGGGTCAAGAT59.82 20
60852 RIM08g29180_43751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
60860 RIM08g29190_117894306 17894716 410 458 48 CGTGATTCATGGAAGGGAAT59.75 20
60908 RIM08g29590_218155468 18156383 915 858 57 ATGCCTTGACCACTGGAGAT59.535 20
60967 RIM08g29840_37387799 7388489 690 649 41 TGTTGTGTTAGGTGTTGGTGC59.525 21
61023 RIM08g30110_318510840 18511172 332 288 44 CAAGGATGGGCTGAAATCAT59.894 20
61024 RIM08g30110_414821776 14821943 167 113 54 TTTCCCTCCATCATTTTTCG59.872 20
61051 RIM08g30300_18790266 8790857 591 562 29 TCTGAAGATGAAGATGAGGGC59.376 21
61070 RIM08g30550_73188629 3189378 749 728 21 CGGTCTAACCGGCGATATAC59.456 20
61080 RIM08g30580_118832173 18833435 1262 1286 24 ACACGACCGCACTCTAGGAT59.751 20
61132 RIM08g30810_219019601 19021305 1704 1650 54 CGTGCTCAAGATGGACTTCA59.984 20
61163 RIM08g30980_219122329 19123272 943 917 26 ACGCAAGAAGAAAATGGCAG60.386 20
61217 RIM08g31460_419455364 19455548 184 329 145 AGGATGCTTTGGACACTGCT59.874 20
61254 RIM08g31814_119727874 19728930 1056 1036 20 CTCCTCCTCCTCCTCCTCCT61.243 20
61261 RIM08g31930_519797216 19797733 517 541 24 TCTTACCATGTGGACACCGA59.96 20
61339 RIM08g32630_1020213545 20214226 681 561 120 GAATTTTCCCAACCTATCGGA60.137 21
61370 RIM08g32840_320350489 20350892 403 379 24 CACTTCTCAAGGCAGCTGTG59.77 20
61429 RIM08g33000_320473960 20475307 1347 1454 107 TGCCAGATTGGCCTCACTAT60.624 20
61456 RIM08g33082_220556821 20557335 514 409 105 GAGAAAGGGAAGTCGCCC59.737 18
61518 RIM08g33510_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
61544 RIM08g33740_321079620 21080937 1317 1160 157 TGATTTTGTAGGTTTTTATCGTGA57.837 24
61588 RIM08g33940_221238421 21238673 252 205 47 GAGGAGAAGCTCATCGTCCA60.497 20
61616 RIM08g34070_121352894 21353948 1054 1081 27 AGAAGTCGTCGTCGTCCG59.98 18
61695 RIM08g34670_116004928 16005593 665 485 180 TTTTAGCGCAATGTGGTGAG59.872 20
61711 RIM08g34900_121976320 21977978 1658 1679 21 ACTACGTCGACGGCTACACC60.201 20
61712 RIM08g34920_121984548 21986807 2259 2336 77 CGATATTTGTGGTGATTGCG59.953 20
61884 RIM08g36730_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
61902 RIM08g36840_123271053 23272958 1905 1927 22 GACTTCGACAAGGATCCCG60.606 19
61908 RIM08g36850_123280460 23281927 1467 1504 37 AGGTGCTGGTCAACAGTGTG59.782 20



61927 RIM08g36994_423390787 23395851 5064 5122 58 CAGCTTGTACATCAAGGCCA59.864 20
61935 RIM08g36994_1223399296 23399897 601 575 26 CTCGTTTGGTCGTGTGTGAT59.597 20
61950 RIM08g37280_123559634 23560015 381 406 25 GGTTAAGCACACTGGCTCGT60.321 20
62187 RIM08g38800_124522653 24523977 1324 1406 82 CACCATTGAAATCAGGGTCC60.173 20
62268 RIM08g39340_224858745 24860658 1913 1937 24 GTGACGGCGTTTTTGATTTT59.982 20
62284 RIM08g39380_224887195 24888057 862 883 21 CGCCCTAATGTGGTCTTTGT59.993 20
62407 RIM08g40280_125496856 25498296 1440 1479 39 AGCTCAGCATCATCAACCG59.959 19
62440 RIM08g40490_225608421 25610117 1696 1816 120 ACAGATACGCGCTCGATAGG60.395 20
62516 RIM08g41110_325978359 25978679 320 288 32 CAAGCTTATGACGCACATGG60.28 20
62531 RIM08g41210_126022273 26023334 1061 1143 82 AGCTCCAGTCTGAGGGACG60.556 19
62533 RIM08g41210_326024305 26025943 1638 1705 67 ATTCAAAACCAAAATCCCCC59.867 20
62569 RIM08g41460_526174739 26175020 281 257 24 TAGCTAGCTGCTGGCCTGG61.75 19
62623 RIM08g41800_226397109 26397922 813 696 117 TCTTCCAGCAGACCATCCTC60.349 20
62806 RIM08g42730_127032501 27033921 1420 1361 59 CCTCTCCTCGACCTCCTCTT59.945 20
62848 RIM08g43090_327235984 27237950 1966 1830 136 AAAATCAGGCTGCAAGCAAT59.851 20
62904 RIM08g43470_127494870 27496478 1608 1582 26 TCACCAAGGAGAAGACCTGC60.386 20
63003 RIM08g44170_227802408 27804008 1600 1634 34 GGTTCGTTCTTGTGCCATTT59.978 20
63051 RIM08g44330_527892141 27892686 545 695 150 CTGGTCTCCGTCTACCCTCA60.252 20
63074 RIM08g44360_227914112 27917465 3353 3305 48 AGATCTACCTGCTCGTTCGC59.603 20
63075 RIM08g44360_327917578 27917793 215 190 25 ACCTCGACGTCATCGTCAAT60.542 20
63147 RIM08g44640_228067017 28067404 387 351 36 GTGAACAACAAGGGCAGCAC61.708 20
63165 RIM08g44740_228110652 28111005 353 310 43 TCCTTCCTTTGGCTCAGTTG60.366 20
63167 RIM08g44750_228117071 28118242 1171 1144 27 CGAGCTCTTCACCATCCTTT59.43 20
63207 RIM08g45180_128368020 28368223 203 227 24 CTTCTTCCTCCAAACCTCCC60.045 20
63334 RIM09g01690_1490806 492404 1598 1627 29 TTCTGGCTCTGGTGATTTCC60.195 20
63347 RIM09g01890_2599897 600347 450 480 30 CATCATTGTCCAAACCACCA60.216 20
63395 RIM09g02420_11000951 1001964 1013 981 32 ATGGAGAGGGAGAGGATGGA60.961 20
63465 RIM09g02840_21451072 1451649 577 764 187 TGCCTGAGACAACGTACGAG60.049 20
63489 RIM09g02950_11382684 1382847 163 185 22 GAAGCCGATACCAGCTCATC59.803 20
63500 RIM09g03040_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
63581 RIM09g03580_21764176 1764596 420 454 34 TGTGTGGTGGTGAAGGAGTC59.55 20
63617 RIM09g03700_220692873 20693145 272 230 42 AATCTGACCGGCGAGAGG61.335 18
63657 RIM09g03870_2614807014 14807568 554 443 111 GGCACTTAAAACAGCTGCAC58.582 20
63659 RIM09g03890_11987446 1988440 994 967 27 GTGCAAATGAGAAAACGCAG59.469 20
63748 RIM09g04460_417120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
63753 RIM09g04460_917120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
63774 RIM09g04610_32455305 2455494 189 216 27 AGCGCCTCTAGCAATGGTC60.52 19
63782 RIM09g04660_513341722 13342867 1145 1111 34 TTGCATGGTCCTGTTTTGAA60.088 20
63827 RIM09g05070_82729433 2729828 395 438 43 CTGCTTCAGGGCACAAGATT60.397 20
63853 RIM09g06390_18972683 8973342 659 636 23 TGAAGAAGGGGAGGATGATG60.003 20
63887 RIM09g06520_63098091 3098640 549 495 54 AAGTGGTATCGGCGAGCTAA59.867 20
63964 RIM09g07140_13485545 3487373 1828 1806 22 CAAAAAGAAAAAGACGCCGA60.348 20
63966 RIM09g07170_23509747 3510909 1162 1012 150 GAAGACGTGCACTAGGACCC59.727 20
63967 RIM09g07170_33511015 3511405 390 475 85 AACTCATGGAAAAAGCTCCG59.312 20
64000 RIM09g07320_43621292 3625181 3889 3866 23 ACCATGGACCAGTCACCAAT60.096 20
64050 RIM09g07660_63857645 3858113 468 503 35 GAGGGGAACAAAGACCTTGA59.112 20
64068 RIM09g07800_13949140 3951047 1907 1937 30 GACTTCACCTCCAGCGACC60.823 19



64124 RIM09g08072_24164808 4168009 3201 3167 34 TATGATGGCCGATGATGATG60.269 20
64144 RIM09g08310_24293705 4294435 730 686 44 GGGTCACATGCTTCTGTTCA59.682 20
64163 RIM09g08440_14400689 4402832 2143 1988 155 AAGAGCGTGGAGTACATGCC60.285 20
64214 RIM09g08720_44593296 4594016 720 827 107 CGGTCCGAGCTTATTCAGAT59.292 20
64312 RIM09g09600_15175480 5177143 1663 1765 102 GCCCTCCCTGAGAATACTCCT60.952 21
64371 RIM09g09990_1011815822 11816865 1043 1022 21 TCGTTTCACCTACTCCCAGG60.103 20
64434 RIM09g10770_115877921 5878355 434 381 53 TGCAGTTCCTCCAACATGAG59.831 20
64456 RIM09g10840_25918184 5919197 1013 1034 21 TTCGATCAAGCTTCGCTTTT60.096 20
64463 RIM09g10840_95921706 5925484 3778 3848 70 TTGGCTCGGTGGATTTAGAC60.074 20
64498 RIM09g11010_119713056 19714219 1163 1111 52 GGAGGAAGGGAGATGGGAG60.945 19
64575 RIM09g11550_26447317 6447548 231 259 28 CCAAGATGCACCTGTTATTGAA59.996 22
64683 RIM09g12500_87169259 7169426 167 255 88 GCAGATGACAGCCTGGAAAT60.226 20
64685 RIM09g12540_27184674 7185789 1115 1187 72 AGAGTACCCTGGCGATTACG59.218 20
64700 RIM09g12560_17197984 7199758 1774 1802 28 GTTCCTGGGGAAGAAGGGT60.299 19
64701 RIM09g12560_27199957 7200388 431 452 21 GCCCAGAGACACTGGATGAT60.08 20
64746 RIM09g12770_47330480 7331161 681 655 26 CAAAGACCCTGGAGATTTGC59.67 20
64749 RIM09g12780_27333565 7333916 351 375 24 CGGCACAAGATCCTCTTCA59.926 19
64755 RIM09g12830_37351013 7351231 218 158 60 TTTCACATATGCAGGGCGTA60.096 20
64758 RIM09g12830_627755863 27756265 402 432 30 GGCGAATAAGCTCATTTCAA57.99 20
64787 RIM09g13110_1413964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
64803 RIM09g13360_11455334 1455875 541 601 60 GAACGAACGTGAACGAGCTA59.076 20
64830 RIM09g13560_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
65073 RIM09g15320_29359733 9360405 672 716 44 TGGAAAGGATGATCTGATGAA58.074 21
65158 RIM09g15940_29739407 9740180 773 809 36 TCAGGTGGTTGGTAAATCCA58.821 20
65164 RIM09g16000_19776741 9777422 681 787 106 CTACGAGCTGGAGGATCTGC60.119 20
65215 RIM09g16740_110241237 10242128 891 838 53 GAGAGAAAAATAAGAAGTGCGAGA58.423 24
65218 RIM09g16740_412523313 12524317 1004 875 129 GGTTTGGATCTTGTTCGTGG60.353 20
65263 RIM09g17290_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
65269 RIM09g17380_110630979 10631602 623 644 21 ACTTCAGGATGGTGGTCCAA60.363 20
65271 RIM09g17450_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
65339 RIM09g17890_310944652 10944917 265 369 104 TTCATCATCTCATGGGCTTG59.604 20
65407 RIM09g18470_111319441 11320230 789 749 40 GAGCACAGGGAGGAGGAGAT60.759 20
65424 RIM09g18610_227410409 27411045 636 605 31 AGGACGCCAAGATGGTGA60.205 18
65451 RIM09g19320_111558774 11559100 326 380 54 AAGGCAAGCATCTCCAACTC59.434 20
65511 RIM09g19710_111796265 11796562 297 267 30 GTGTGAAGCAGCTGGATGTC59.425 20
65631 RIM09g20120_58310519 8312373 1854 1881 27 TCGTCGGAGTAGAGGACAAGA59.997 21
65665 RIM09g20340_312204062 12206409 2347 2310 37 ACGCTTGGGAAATGAAGCTA59.845 20
65676 RIM09g20450_212304907 12305946 1039 938 101 AGACGACGTCGAGTTAGGGA59.867 20
65692 RIM09g20560_212389343 12390230 887 925 38 AGTGTTTTCCAGCCGACATT59.598 20
65710 RIM09g20710_212475616 12476144 528 587 59 AGCCCAAAAACTCTGAAGCA59.993 20
65714 RIM09g20810_212536255 12538357 2102 2081 21 TAGCAGCACCACGTACAAGC60.081 20
65727 RIM09g21100_512722486 12723460 974 944 30 TACGTCGTCACTGCAAAAGG59.904 20
65782 RIM09g21510_613010408 13011499 1091 942 149 GATTTTGGGGCATCTAAGCA60.038 20
65845 RIM09g22000_113319011 13320900 1889 1922 33 CGCTCGTCAACAACATCGT60.89 19
65860 RIM09g22040_113351044 13351985 941 963 22 CCTTTGATGAAAAAGGTGAAGG59.974 22
65898 RIM09g22200_54325919 4326448 529 496 33 ATGCGCACAACAGATCAGAG60.016 20
65944 RIM09g23060_413618956 13619292 336 316 20 AATCCTCTGGCGGACTTTTT60.074 20



65971 RIM09g23190_712150554 12151586 1032 1152 120 AACGTCGTCGATGAAGAAGAA59.867 21
65972 RIM09g23190_813750477 13750639 162 318 156 GACAAATCTAAACAGCATTTGTGAA59.61 25
65986 RIM09g23260_113803554 13804365 811 708 103 GACAGGCAGAGGCTGACG60.736 18
66160 RIM09g24500_114598290 14598733 443 423 20 AATTTGTCGGGGTAGACGGT60.61 20
66187 RIM09g24800_221238421 21238673 252 205 47 GAGGAGAAGCTCATCGTCCA60.497 20
66199 RIM09g24850_914838065 14838475 410 442 32 CACACCTAGGGAGTGCGGT61.138 19
66206 RIM09g24924_114886351 14890332 3981 4006 25 CCATCTTCGGCTACGACATC60.624 20
66225 RIM09g25200_115094158 15094808 650 548 102 AATCCGAGGGATGCATGTT60.296 19
66226 RIM09g25200_215094823 15095542 719 744 25 GGAAGATGCCGAGGTTGTT60.065 19
66255 RIM09g25490_715282758 15282957 199 168 31 ACCGCAACACCGTCTTCTT60.706 19
66264 RIM09g25560_115332451 15333462 1011 1071 60 GATCATGACCGACGTCTTCC60.484 20
66318 RIM09g26030_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
66334 RIM09g26190_115789896 15791821 1925 1904 21 CTCAGCCTGTTCGACGAGAT60.555 20
66409 RIM09g26660_516187585 16189264 1679 1653 26 GACGACAACATCACCTTCCA59.525 20
66421 RIM09g26680_518319925 18320100 175 341 166 GCAAGAAGGATGGCCATAGA60.177 20
66458 RIM09g26999_216411924 16413177 1253 1228 25 CCCGTTTCTCGTTCTGGAT60.058 19
66515 RIM09g27490_416705577 16708232 2655 2630 25 GCAATGTCCATTTCGTAGACA58.639 21
66543 RIM09g27660_616833247 16833809 562 589 27 TTTGTAAACCTGCTCGGTCC60.11 20
66753 RIM09g29430_117881617 17882383 766 803 37 TGGATCCTATCTTGTGATGTCG59.955 22
66789 RIM09g29660_118033645 18033935 290 261 29 TCCACACTTCTTGATGCGTT59.293 20
66795 RIM09g29660_718037098 18037412 314 284 30 GTGGCTTCCCATCTTTCGT60.065 19
66887 RIM09g30210_118387178 18388716 1538 1518 20 ACTTCTCCTTCTCGCTGGC59.694 19
66941 RIM09g30498_134336609 34338121 1512 1436 76 GCCTTCCCATCCTCAACTC59.602 19
66978 RIM09g31474_218976183 18976627 444 421 23 CGGTGAGTGGCAGAGGAT59.775 18
67005 RIM09g32130_419181023 19182379 1356 1389 33 TTCAATGCAGGGACCATACTT59.443 21
67035 RIM09g32250_1119248098 19248805 707 732 25 TGGAAATTTTCTTGAGAAGGC58.43 21
67041 RIM09g32280_219269082 19269817 735 773 38 ACGACTACACCATCGCCTTC60.142 20
67043 RIM09g32300_219281117 19281456 339 362 23 TGCTTCGATTAAGATTATAGAGCC58.233 24
67094 RIM09g32680_419500341 19501142 801 780 21 TTCAGGGTGATAGCTACTGCTG59.54 22
67259 RIM09g33750_13233489 3234171 682 653 29 ATTCTGCCTCACAATCCAGC60.226 20
67327 RIM09g33930_120024144 20025184 1040 1157 117 GACCTTAATCCCGGCAACTA59.043 20
67382 RIM09g34270_420231254 20231690 436 621 185 GGTCAAGGCGATCACAAAGT60.119 20
67390 RIM09g34860_220317897 20318620 723 599 124 GTTTCAGGGTGATTGCCATT59.797 20
67440 RIM09g35550_120430120 20431385 1265 1447 182 GTAGAGCACCTCGACCTTGG59.867 20
67479 RIM09g35950_32507587 2507898 311 336 25 TGACTTGGTGAATGCCATGT59.967 20
67567 RIM09g36400_121002649 21003925 1276 1331 55 AATCCGCCTCTTTGGATTTT59.909 20
67631 RIM09g36590_521106969 21107169 200 225 25 GGGAGTGACGTGGATGCTAT59.957 20
67647 RIM09g36690_221162112 21162799 687 633 54 GCAGGTAGAGGGCAGCTAGA59.74 20
67649 RIM09g36710_221171870 21173114 1244 1278 34 ACAAGGAGACCTCTGGCAAA59.844 20
67708 RIM09g37220_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
67838 RIM09g38000_121902686 21902943 257 306 49 GACCTCTACAAGTGCGAGCC60.02 20
67870 RIM09g38080_11645886 1646218 332 303 29 AGCTCTCATCATTCCGACG58.921 19
67874 RIM09g38120_121960598 21960856 258 369 111 GAAGGACAACGAGGGGAAG59.64 19
67896 RIM09g38268_222030286 22031679 1393 1468 75 GACAAGATTGGTGTGGGGAT59.636 20
67916 RIM09g38490_122149786 22149989 203 178 25 GCCTCTACGAGTCCACCATC59.685 20
67948 RIM09g38700_822245640 22245942 302 450 148 CATTCCTCTCCCGTCTCATC59.612 20
67951 RIM09g38700_1122246861 22247036 175 315 140 GCTGATCTCAACCCTCACCT59.258 20



67963 RIM09g38755_322269781 22270480 699 672 27 TGGCTCTGACTTCAGATGGTC60.402 21
68037 RIM09g39150_33751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
68039 RIM09g39150_53750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
68088 RIM09g39330_822614247 22614899 652 624 28 GATGATTGCTGTAGGCCCAA61.003 20
68092 RIM09g39340_222624926 22626087 1161 1302 141 ATACAGGGCATCCAGAGCAG60.24 20
68138 RIM09g39500_222692648 22693711 1063 1037 26 CCGCAAGTACAATCAGGACA59.716 20
68146 RIM09g39570_522714117 22714489 372 350 22 AATACCCTGGCATTGGAGAA59.387 20
68342 RIM10g01520_318948196 18948413 217 250 33 ACCTCGAGCTGGATTACCCT60.096 20
68348 RIM10g01530_3344205 344602 397 370 27 GGGTGAAGCTAACAGCCAGT59.357 20
68393 RIM10g02314_2827067 828219 1152 1000 152 ACTAATTTCGTAGATATATCCGGC57.077 24
68394 RIM10g02314_3828401 830010 1609 1548 61 CGATGTAGCGTCTCTCCCAC60.823 20
68407 RIM10g02470_1903343 904784 1441 1489 48 CAGAAGCACTCCCCAAAAAC59.711 20
68464 RIM10g02980_111238722 1239387 665 724 59 TCAGTGAATGACGGTGCAAT60.12 20
68498 RIM10g03540_21529881 1530685 804 859 55 AGATCCTTCTCCACCTTCCC59.492 20
68505 RIM10g03710_21672367 1673959 1592 1625 33 GATGTGGGAATTGATCCAGG60.135 20
68556 RIM10g04316_82037534 2037850 316 282 34 ACAGGTTGTGGAGGTTGAGG60.002 20
68560 RIM10g04410_22084428 2085563 1135 944 191 CAAGTGCTTCAAGGGACCAG60.822 20
68586 RIM10g04730_32259650 2260239 589 640 51 AGCTTGGAGAAGGTGGCTTT60.382 20
68593 RIM10g04860_12358022 2360773 2751 2656 95 ATTCAGAGGCCCCAAGCTC61.663 19
68648 RIM10g05088_12491843 2494534 2691 2608 83 GCAAGATCAGCATCGACCTC60.925 20
68655 RIM10g05190_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
68679 RIM10g05300_12618798 2621367 2569 2594 25 AGACAACGAGCTCTGGAGGA60.135 20
68684 RIM10g05410_12666371 2666508 137 92 45 CGAAGACAATGAGCTTTGGAG60.001 21
68698 RIM10g05710_32878599 2878931 332 358 26 AGGTCGAAGGCTTTTGATGA59.813 20
68724 RIM10g06090_13090446 3091130 684 705 21 TACTGCAAGTGCAGCAAAGG60.195 20
68761 RIM10g06400_43270514 3270687 173 210 37 AAGAACACCATCGGCTTCAC60.119 20
68768 RIM10g06480_113094667 13095515 848 1023 175 TCTCCGCCACTTCTCAGTCT60.135 20
68777 RIM10g06660_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
68835 RIM10g07248_43812728 3814792 2064 2096 32 CGTTATTGGAAAACCGCAAG60.48 20
68856 RIM10g07370_63880190 3882077 1887 1689 198 CTTTGTGCTGGAACTGGATG59.288 20
68866 RIM10g07480_23980583 3981520 937 917 20 TGTAGATGAGGATGCAGGTGTT59.621 22
68867 RIM10g07500_13984893 3985141 248 220 28 ACGTCGACAACACCATCAAG59.597 20
68873 RIM10g07554_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
68917 RIM10g08014_24344174 4345059 885 827 58 ACCCATCGGATCATTTCTTG59.75 20
68946 RIM10g08230_14462808 4463710 902 935 33 ACACGCTCCGGTCACTGT60.328 18
68995 RIM10g08474_14617390 4618735 1345 1383 38 ACACGCTCCGGTCACTGT60.328 18
68998 RIM10g08530_34643231 4644152 921 867 54 AATACTACGTGGCGGTTTGG59.883 20
69048 RIM10g08910_34829605 4830437 832 666 166 CTCGCCAGGCTGAGGAAG62.237 18
69099 RIM10g09350_15063090 5063466 376 354 22 GTCAGACCGACGTTCATCAG59.261 20
69102 RIM10g09350_413964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
69133 RIM10g09700_25259207 5259965 758 732 26 TTCAGGAAAACAGCAGAGCA59.716 20
69261 RIM10g10700_15922503 5923983 1480 1386 94 AATCCGATTGTCGTCCTTCA60.461 20
69317 RIM10g11230_21457616 1457973 357 336 21 CAGCCGACCATTCCTCCT61.188 18
69351 RIM10g11750_26523094 6525744 2650 2561 89 TCCTGCCATAATTGTCAGGTC59.947 21
69416 RIM10g12354_36886276 6891351 5075 5142 67 AAGTTGATGCATCTGGGACA59.09 20
69435 RIM10g12500_26963077 6966015 2938 2880 58 GCATTCGGATGGATCTTCTT59.083 20
69464 RIM10g12730_17114943 7115359 416 552 136 CAGGAGATCCTTCGCCTCTT60.862 20



69496 RIM10g13430_127278294 7279046 752 664 88 ATGCCCACTGCCTATCAAAC59.962 20
69545 RIM10g13690_27443768 7444279 511 443 68 AGTGATGAGATGGCGATGAC58.618 20
69624 RIM10g15220_27997008 7997490 482 376 106 GGCCTTCCCTTGAGAAAACT59.691 20
69769 RIM10g17610_47766754 7767006 252 447 195 ATCTCAAGCTCAAGATGCCC59.39 20
69779 RIM10g17650_18849292 8851332 2040 2011 29 GTCTTTGGAACCGCTTCATC59.676 20
69801 RIM10g17724_417539391 17540664 1273 1099 174 AAGGAGGTACGGTCTTGCAC59.212 20
69810 RIM10g17790_18929950 8930277 327 304 23 GAATGCAACCTCAACAAGGT57.639 20
69814 RIM10g17820_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
69816 RIM10g17840_18956831 8957140 309 339 30 CTCAGTGTGGTGAAGCATCG60.463 20
69840 RIM10g18099_19113550 9119487 5937 5869 68 CATGTCGTCGCCGTTCTC61.449 18
69881 RIM10g18364_19261287 9263774 2487 2452 35 ACATCTGCTGGTTGGCCTTA60.657 20
69887 RIM10g18400_29279990 9281110 1120 1145 25 ACCTACGTCTTCTGGAACGG59.208 20
69906 RIM10g18540_413015732 13016769 1037 955 82 TGCGTGCATTATTCCTTGTC59.694 20
69934 RIM10g18990_19597009 9597800 791 686 105 CTGCAGGGATAGGGAGGTTT60.455 20
69963 RIM10g19326_11457763 1457956 193 172 21 CCATGTGAGCTGCATATTCC59.105 20
69968 RIM10g19338_14558462 4559041 579 615 36 ACCACACCTTCGCCTGAGAT62.042 20
69988 RIM10g19860_89839963 9840631 668 639 29 CTGTGGCAATTCAGTGTGCT59.905 20
70019 RIM10g20080_410008995 10009464 469 536 67 CTGAAGCAACACATAGGGCA59.864 20
70021 RIM10g20090_210019036 10020832 1796 1775 21 GGCAAGTTCTTGGAGGACTG59.844 20
70079 RIM10g20680_122050325 22051182 857 1017 160 TCTCCGCCACTTCTCAGTCT60.135 20
70096 RIM10g20920_210523054 10523936 882 925 43 CCCGAAGAAGAAAACATCCA60.044 20
70107 RIM10g20970_211184685 11185534 849 974 125 ACTCATTTTCGGCGTCGTAG60.27 20
70110 RIM10g20980_110551090 10551592 502 530 28 TGAAGAAGGCGACAAGGATT59.813 20
70134 RIM10g21080_310614632 10615911 1279 1299 20 CCCTAACGCACTTCACCAGT60.171 20
70137 RIM10g21080_610617378 10617523 145 213 68 TGGTCCAACGATGAGAAGAA59.215 20
70161 RIM10g21190_210718934 10719721 787 665 122 CCTACGCCCCATAGAAACTG59.587 20
70162 RIM10g21230_110768022 10768161 139 94 45 TTCTATTGGGCCTGGAGTTG60.066 20
70183 RIM10g21396_110838827 10839910 1083 983 100 TGAAATCCCATTAACTTTTTGTG58.104 23
70284 RIM10g22080_211333863 11334747 884 938 54 CCTAGATGAAGAGGACCTGAACA59.759 23
70342 RIM10g22780_211770293 11770607 314 392 78 GGTGCTTCAAGATCTTTGCATT60.621 22
70448 RIM10g24310_312380242 12381049 807 954 147 GGCGAAGACGGTTGATCTC60.763 19
70449 RIM10g24310_412381091 12381365 274 178 96 TGGGTGAGAAGTTCTGGAAAA59.697 21
70467 RIM10g24400_112434069 12435934 1865 1928 63 GAGAAAGCGCTGGATCGG62.014 18
70509 RIM10g24630_11918831 1919330 499 417 82 TATGGCTAGGATGGGTTGGA60.288 20
70541 RIM10g24910_312751981 12752178 197 230 33 GTCAGACTGGCTTCGGTCAG61.009 20
70633 RIM10g25380_113052282 13053328 1046 984 62 CGCCTCGTCATCGACTTC60.52 18
70759 RIM10g26470_113707780 13709513 1733 1704 29 CTCTCTCTCCTCACCCCGTA59.4 20
70820 RIM10g26880_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
70965 RIM10g28460_110860831 10861421 590 551 39 GCCAAGATCCTGACCATCAT59.893 20
70973 RIM10g28630_114850977 14851726 749 775 26 CTCTTCACCTGCCCCGAC61.819 18
71005 RIM10g29010_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
71012 RIM10g29090_413877906 13878951 1045 1016 29 TCAGGATGAATCTTGATGTTCTC58.254 23
71019 RIM10g29320_115177646 15178859 1213 1246 33 AAACTTCACCAGCACGGC59.837 18
71038 RIM10g29495_415255920 15257082 1162 1202 40 GGGTATTATGTTCCCGGCAT60.773 20
71048 RIM10g29502_315255920 15257082 1162 1202 40 GGGTATTATGTTCCCGGCAT60.773 20
71054 RIM10g29514_315259903 15262852 2949 2781 168 TCGAGTTATTATGCCCTCGG60.053 20
71082 RIM10g29650_315343303 15343508 205 234 29 TTCTTGAGCAGGGAAGCATT59.955 20



71090 RIM10g29650_1115349474 15350141 667 645 22 ATGCTTGGTGAGAACGGAAC60.119 20
71237 RIM10g30860_316023651 16024914 1263 1307 44 ATCCTCAGCAGTTCATTGGG60.073 20
71268 RIM10g31080_216191753 16193675 1922 1899 23 AATGAGATTGCAGAGGAGGG59.239 20
71319 RIM10g31770_1616586689 16587217 528 713 185 AGCTTGTTGCTGTTGACTGGT59.968 21
71384 RIM10g31970_1916726154 16726456 302 338 36 TGTCGAGTCCTTTCTGATGG58.8 20
71466 RIM10g32800_317106506 17107102 596 636 40 AGACCATACAACGTCCCTCC58.868 20
71516 RIM10g33040_117244337 17244989 652 623 29 CTGGACTTCTGTGGCAGGAT60.261 20
71520 RIM10g33210_117344579 17347089 2510 2562 52 GTGGACCTCCATGGCAAC59.892 18
71545 RIM10g33370_117495804 17498955 3151 3191 40 CCTCGACCTCGTCAACAACT60.298 20
71563 RIM10g33500_117580944 17582064 1120 1192 72 AGCAGCTTCCGGTGGTCT60.978 18
71582 RIM10g33620_117651394 17652627 1233 1210 23 CATGGACTCCCACAACGAG60.096 19
71652 RIM10g33710_2717718790 17719896 1106 1163 57 GACGAATGCAGGTTGGTTTC60.504 20
71654 RIM10g33710_2917720108 17720737 629 818 189 AAGTCTTGAGTTTGGCCTGC59.478 20
71696 RIM10g33800_617845992 17846198 206 80 126 CCCAGTAACATGCAGTGGTG60.025 20
71698 RIM10g33862_117902527 17903439 912 882 30 CTGCAGCTAGGCGTACACAC59.688 20
71719 RIM10g33930_417966449 17967163 714 866 152 GGGGAGTCATATTTGCAGGA59.894 20
71747 RIM10g34040_118098544 18100380 1836 1709 127 AACGCCTCTAGGCAGACTGA60.156 20
71813 RIM10g34520_118340262 18342327 2065 2022 43 CCACGACTGGGACGAGAC60.252 18
71844 RIM10g34670_218404043 18411904 7861 7917 56 ACGACTCCGAGAAGGTGCT60.001 19
71927 RIM10g35000_218596059 18597102 1043 980 63 AAATCGGGCTGGAAGGAG60.15 18
72032 RIM10g35470_418911441 18912753 1312 1364 52 CCGTACGATCGAGAAAAGGA60.206 20
72039 RIM10g35480_518916690 18916975 285 227 58 CCCCTGGTGTTGCTCTTACA61.084 20
72092 RIM10g35690_419015030 19015674 644 597 47 GGTTGTTCCTTGCAGAATGTT59.091 21
72292 RIM10g37330_419928334 19928608 274 254 20 AGCGTGCTCTTTGGGATG59.942 18
72357 RIM10g37710_220105442 20107189 1747 1670 77 GTCGACAACACCACCTTCCT60.009 20
72409 RIM10g38020_220291581 20292811 1230 1420 190 GTTCTCTTTCAGCGACAGCC60.142 20
72433 RIM10g38580_120482486 20482697 211 169 42 CTTCTGGGCCGCCTACAT61.168 18
72465 RIM10g38940_320674156 20674353 197 261 64 CATCGAGAACGTGCCCTACT60.277 20
72667 RIM10g40220_521461737 21464468 2731 2693 38 CAAGAAGGAGGGTGGTTCTG59.691 20
72673 RIM10g40230_121473925 21474222 297 277 20 AAATATCCGTCACTCCTCCG59.006 20
72693 RIM10g40324_121530320 21532512 2192 2107 85 TACCTTGGGGTTGATGAAGG59.784 20
72700 RIM10g40324_821537702 21538049 347 378 31 TGAAAGCAAGCATCCTATGG58.869 20
72705 RIM10g40410_421582814 21583226 412 384 28 GCAACTTGCCTCTTCAGTGTT59.534 21
72915 RIM10g42030_322527854 22529229 1375 1409 34 ATGAAGCACTTGACCTGCG60 19
72916 RIM10g42030_422529200 22529694 494 363 131 CTTTGCAAGGTGCTCCTGAT60.397 20
72917 RIM10g42040_122536249 22536872 623 583 40 CCTTCTGATGGTCATAGGGC59.508 20
73013 RIM10g42850_123036303 23036456 153 175 22 GCGAGGAGTTATTTGCTGGT59.34 20
73118 RIM11g01320_7177095 178911 1816 1849 33 TAGGAGGAGGAGGAGGAGGA60.284 20
73119 RIM11g01330_1194531 195755 1224 1407 183 AACCACTGTTGCTGCCTTCT59.914 20
73126 RIM11g01380_4234858 235092 234 212 22 CCAAAGTTGTTGGGTTTGGT59.728 20
73221 RIM11g01890_4485595 486003 408 455 47 CAAGGTCAATCACGAGAGCA59.984 20
73318 RIM11g02890_519160736 19161270 534 569 35 CCGATATGCTGAATGGGTTT59.784 20
73322 RIM11g02950_11018953 1019465 512 546 34 ATTCCATACGGCCTAGGGTC60.173 20
73325 RIM11g02950_41022013 1022854 841 815 26 GCATGCAGACGTCCTGAGTA60.016 20
73328 RIM11g02964_11029647 1032299 2652 2564 88 CTGCGAAGGCTGGAGAGAT60.65 19
73381 RIM11g03290_51224241 1224702 461 492 31 GGAAGAATGGGACATTTAGCA59.033 21
73469 RIM11g03810_51502609 1503311 702 655 47 GACGATCTTCCTCGGCTCTA59.532 20



73493 RIM11g03970_81606122 1606529 407 379 28 GAATCCTTGATCCAAACCCA59.727 20
73579 RIM11g04660_21983333 1983546 213 182 31 TTCACCGAGACCAGTACAAGG60.156 21
73592 RIM11g04680_21991723 1992722 999 960 39 AAAAGCTCAGGAAGATGCCA59.955 20
73596 RIM11g04720_42009912 2010684 772 746 26 TGACAGTGAGGTCAGTTCCTG58.871 21
73640 RIM11g05160_32268169 2268957 788 815 27 TCCGGTAGCACCTTCACCTA60.647 20
73664 RIM11g05410_22431416 2431920 504 534 30 CGAGCCTCCCCTTCAAGT60.34 18
73695 RIM11g05562_32518549 2523745 5196 5161 35 TACAAGCAGATCACCCCCTC60.073 20
73730 RIM11g05900_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
73793 RIM11g06570_33752692 3754412 1720 1643 77 CGATTGACCCTAGCATCCTC59.653 20
73795 RIM11g06570_53750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
73859 RIM11g06840_13353966 3354499 533 565 32 CCCTCGAGCTCCATAGATCA60.317 20
73958 RIM11g07780_214978192 14979289 1097 1056 41 TCTTCCTTCCTTAGGGCACC60.569 20
73966 RIM11g07870_24019219 4019756 537 557 20 CAGCGCGAACTTGGATTTAT60.23 20
73969 RIM11g07870_54020206 4020839 633 583 50 GCGATCATGCTTTTGGAAGT60.221 20
73991 RIM11g07890_63750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
74058 RIM11g08100_24244613 4245132 519 384 135 CACCTGGCTGCAGTGTGAC61.58 19
74094 RIM11g08300_14371530 4372844 1314 1277 37 CTCGCATGGAGTCCTACCTC59.827 20
74106 RIM11g08314_44382151 4382888 737 580 157 CGACCATCTCTTCTCCAAGC59.95 20
74122 RIM11g08569_24519113 4522620 3507 3680 173 CGGGGATTATGCAGGACTTA59.916 20
74130 RIM11g08569_104544137 4546706 2569 2615 46 TGGCAAGTTTCAGATTGCAC59.847 20
74135 RIM11g08569_154547991 4549952 1961 1776 185 GTCAAAACAGCTTCCTTCGG59.853 20
74173 RIM11g08850_14685643 4686389 746 726 20 CGGAATCGGTGGACAAAGT60.908 19
74341 RIM11g10860_33750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
74342 RIM11g10860_43749650 3750000 350 371 21 ATTACCCTGGAGGAGACGGT59.817 20
74348 RIM11g10900_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
74367 RIM11g11050_16097020 6098491 1471 1552 81 ATTTTGCTCGTGACTTCGCT60.022 20
74388 RIM11g11240_16214592 6215426 834 855 21 TCCTACTTCGAGGCAAAGGA59.948 20
74413 RIM11g11390_16317021 6318413 1392 1428 36 CATTCCTCAGGTTTCCCCTC60.822 20
74417 RIM11g11410_26336025 6337107 1082 1044 38 CAACTACGACTCCCTCCGTC59.721 20
74426 RIM11g11480_16372905 6373221 316 340 24 GCATGGACTGTGGATGAATG59.925 20
74445 RIM11g11660_16477500 6478188 688 735 47 GTCCGGTGCTAGCCTTCTC59.965 19
74466 RIM11g11890_86597001 6597513 512 478 34 GTGGAGACCGATCCAAAGAA60.05 20
74467 RIM11g11890_96597728 6598019 291 326 35 TTTGCCTACAGGGAGTCTTGA59.861 21
74494 RIM11g12230_1944848 946302 1454 1350 104 ATTACATATTTGAGCCGCCG59.95 20
74497 RIM11g12230_46818657 6818963 306 258 48 GACAATTTTGCCTTTGGGAA59.916 20
74541 RIM11g12660_82990681 2990892 211 271 60 CGGCTAGGCCTTCTGTTGT60.403 19
74546 RIM11g12780_17234283 7234438 155 176 21 CCATGTGAGCTGCATATTCC59.105 20
74581 RIM11g13694_77513641 7521788 8147 8030 117 GCGATCCGAGATTTAGTTGG59.668 20
74606 RIM11g13820_27612209 7613569 1360 1291 69 CACCGACAGCGAGTTCCT59.98 18
74666 RIM11g14200_17941514 7942050 536 512 24 ATCGCACCCAAGCAAGAAG61.332 19
74678 RIM11g14350_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
74708 RIM11g14610_113763481 13764088 607 568 39 GTCGTCCGTTGCTCCTCC61.834 18
74748 RIM11g14920_18030312 8032581 2269 2245 24 GCTACACTACAAGCCCAGCC59.904 20
74752 RIM11g15030_18451767 8452550 783 812 29 ACATGACGAATGATGGGGAT60.018 20
74814 RIM11g15360_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
74866 RIM11g15680_110423694 10423908 214 235 21 GTTGTGGGGCTGTGTCTTGT61.03 20
74931 RIM11g16460_19097329 9098457 1128 1223 95 ACTTCCATCCTTCGTCGG58.586 18



74965 RIM11g17080_39469471 9470814 1343 1366 23 GTGCACCTGAACTTTGTGGA59.726 20
74984 RIM11g17170_59538420 9539462 1042 892 150 GTTGTCGTCGTCGTCCCT59.665 18
75002 RIM11g17310_213964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
75026 RIM11g17480_19743152 9745220 2068 2113 45 ATCGTGGCCTCCGACATC62.087 18
75035 RIM11g17504_69753641 9754119 478 569 91 ACCAGTATGTGCATGCCTTG59.596 20
75051 RIM11g17600_109795971 9796885 914 965 51 CCCATATACGTGAAATTGCG58.912 20
75061 RIM11g17600_209799727 9800439 712 672 40 GGAGAATTATGCAGCTTTCCA59.31 21
75110 RIM11g17970_210093316 10095170 1854 1826 28 TCTTCTTCGCCCCAATAGAA59.778 20
75128 RIM11g18120_110190811 10191227 416 448 32 AGTGCAGAGCCAAGAAAGGA60.134 20
75160 RIM11g18520_110434206 10435174 968 928 40 GGAGGGGTGGACGAGGTC62.94 18
75164 RIM11g18560_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
75208 RIM11g18830_210687127 10690879 3752 3798 46 GCTCGATGGCTTTGAGTACC59.843 20
75209 RIM11g18830_310690976 10692220 1244 1187 57 CAAAGCCCTGGGAAGATACA60.066 20
75226 RIM11g18990_310822263 10823504 1241 1116 125 TTCCATCACTGGAAGCAACA60.24 20
75227 RIM11g18990_410823485 10825017 1532 1595 63 CAGCCATGTGTTCCAAAGTG60.152 20
75231 RIM11g19020_210834952 10835143 191 166 25 GGTGTATCCGTACTTGGGGA59.67 20
75234 RIM11g19030_310841501 10841868 367 502 135 ATCGTGGATAAGCTCGTTGC60.243 20
75255 RIM11g19110_210891843 10892080 237 258 21 ACGACCACAGCCTACGAAGT59.792 20
75277 RIM11g19160_110930281 10931298 1017 1049 32 AGCTTCCCGCAGGTCATC61.348 18
75298 RIM11g19230_310953162 10953304 142 168 26 GTGAATGCCATGTTGGACAC59.819 20
75346 RIM11g19440_111177032 11177901 869 900 31 GCCAGTTCGGTCTGAATCAT60.081 20
75384 RIM11g19670_111324216 11324529 313 396 83 AAGTCAAAAGCCAAAGTGGG59.215 20
75432 RIM11g20080_111578571 11580802 2231 2416 185 ATTCCACCTGCTCAAGCTGT59.874 20
75441 RIM11g20200_111667536 11668824 1288 1311 23 CTGAGGTGTGGTGTGTTTGG60.039 20
75468 RIM11g20460_511841621 11842230 609 552 57 TGATTTCAAAGCACCGACAT59.127 20
75528 RIM11g21830_812075598 12076157 559 587 28 GAAGGCTGAGCACCAGAGAC60.143 20
75609 RIM11g22330_433435791 33436044 253 174 79 TCCATTGAACAAGCTCTGGA59.369 20
75625 RIM11g22420_115593892 15594858 966 919 47 TCCTGGAGATCTGTAGCACG58.984 20
75666 RIM11g22670_412522212 12522763 551 528 23 TGTTGTGTTAGGTGTTGGTGC59.525 21
75700 RIM11g22850_941423157 41423722 565 519 46 TACCCAGGTTATCAATGGCA58.843 20
75703 RIM11g22900_112705120 12705449 329 500 171 CTCTCCTTTGTGCCAGCTTC60.134 20
75717 RIM11g22970_112742073 12742601 528 554 26 TGTGCATATCCAGTTGAATCG59.557 21
75728 RIM11g23050_112790698 12791340 642 682 40 TAGTGGAGTCCGTTTGTCGG61.084 20
75732 RIM11g23050_512792365 12792814 449 474 25 TGGAAAGATGTGAAGCAAGATG60.249 22
75743 RIM11g23060_1017120063 17120650 587 669 82 CAACATCGACATCTTCGTCG60.263 20
75747 RIM11g23070_112811299 12812129 830 872 42 GGCAGATATACTCCGCACCT59.178 20
75787 RIM11g23750_315986118 15986512 394 311 83 CTCCTGCACCATCCAATTTT59.933 20
75839 RIM11g24230_113332079 13333106 1027 1056 29 GGCACCGAATCTAACAGTTG58.228 20
75930 RIM11g25090_113838291 13838625 334 356 22 TTCAGTCTGCCTAATGGCG59.956 19
75943 RIM11g25230_113906902 13910308 3406 3315 91 TTGCACCAGGCTACATCAAG59.864 20
75992 RIM11g25640_514157425 14158450 1025 1059 34 GTGGCATTAAAGGATTTGCC59.415 20
76004 RIM11g25690_413964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
76014 RIM11g25780_114241898 14250056 8158 8188 30 GACCGCTCCCTCCCTTTC62.088 18
76041 RIM11g25980_214362205 14364462 2257 2201 56 TTGTAAAGAATGGTACCCGGA59.325 21
76078 RIM11g26070_13766562 3768432 1870 1840 30 CACGTAGCGATCACAAGGAA59.864 20
76079 RIM11g26070_21822123 1823143 1020 960 60 GGTAGCTAGCCATCGAAGGAA60.716 21
76126 RIM11g26230_714558439 14560105 1666 1472 194 GTAGCGATCACAAGGAGGGA60.218 20



76175 RIM11g26700_414826475 14828086 1611 1570 41 AGGCGGACATGTGCTACTTC60.285 20
76190 RIM11g26910_114996220 14998292 2072 1947 125 CCACCCTCTTCGACCTCAT60.056 19
76193 RIM11g26970_115054295 15054990 695 657 38 ATGCCACCATCTTTGCTTTT59.574 20
76250 RIM11g27329_115243336 15249405 6069 5900 169 GTGACGAGCCTTCCTGGAT60.215 19
76253 RIM11g27329_415249933 15257452 7519 7567 48 AACACAGGAAGGCTCCAAGA59.844 20
76268 RIM11g27440_115330192 15330939 747 646 101 GATGTTGGATGAAAAGCAGC58.299 20
76306 RIM11g27740_715504516 15504868 352 379 27 TGGTGCTACCAAAGTCACTCC60.164 21
76331 RIM11g27880_222568614 22568961 347 324 23 CAAAAATCGGGTTTTCCCTC60.644 20
76345 RIM11g28030_215654402 15654709 307 354 47 GCGAGATGCGGAACTAATGT60.243 20
76412 RIM11g28410_915893457 15894514 1057 992 65 CGTGGGAAAGCTCTACAAGC60.015 20
76483 RIM11g28990_716313638 16314250 612 526 86 TGATGAAGAGCTATGGCGAC58.979 20
76516 RIM11g29200_1416467511 16467985 474 524 50 GCTTCGATATCTGTTGTTCCC58.661 21
76518 RIM11g29200_1616468159 16469073 914 969 55 ATTTCTGCAAGCGTGTTCCT59.882 20
76519 RIM11g29200_1716469051 16470036 985 965 20 GGTCACCTTTAAGCACGATGA60.125 21
76614 RIM11g29840_216853216 16855260 2044 2157 113 TCAAAGAGTTCAACACCGGA59.262 20
76628 RIM11g29870_116886630 16889096 2466 2332 134 GGCCGTCAAGAACAACAAAT59.978 20
76699 RIM11g30410_217205063 17206020 957 1016 59 GCTGCTTGGAACAGGCTAAG60.154 20
76724 RIM11g30552_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
76732 RIM11g30560_317323959 17324559 600 668 68 ACATAACCGCCTTCCACAAC59.859 20
76766 RIM11g31050_217599084 17599801 717 687 30 GGGTTTCAGCCTGTCAATGT59.973 20
76771 RIM11g31150_117666210 17667048 838 990 152 ACCCATCAAAGCTGACGAAG60.255 20
76772 RIM11g31160_117678090 17679326 1236 1377 141 CTGGTGGAGGAGATCGAGG60.767 19
76777 RIM11g31180_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
76803 RIM11g31330_117822469 17822709 240 162 78 ACCGATGTTGACATCCATCA59.769 20
76804 RIM11g31330_217822972 17823893 921 973 52 AACCAGCAATGGTTCAGAGC60.263 20
76805 RIM11g31340_117828486 17828745 259 283 24 TCGACATTCTCCAGCACAAC59.837 20
76850 RIM11g31470_1017920033 17920180 147 168 21 CCATTTGTGTCCAAGCATGA60.517 20
76861 RIM11g31470_2117922631 17922808 177 157 20 TCAGGATTATCGGGAAATGTT58.381 21
76954 RIM11g31990_118381333 18381775 442 258 184 TCAGCGTATTTCTCCAACTCG60.393 21
76967 RIM11g32150_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
77035 RIM11g32470_418702838 18704236 1398 1426 28 TGTTGACAGGTCTTGCTTGC60.032 20
77063 RIM11g32810_318920701 18921923 1222 1159 63 CGCCATTTTTGGAATCACTT59.938 20
77123 RIM11g33100_119114346 19118316 3970 3929 41 CCTCGCTCTCCTTCTGGAT59.495 19
77146 RIM11g33270_219209273 19211085 1812 1789 23 TCCTACTCCGTCCTCTGGAA59.797 20
77150 RIM11g33290_127347744 27349742 1998 2034 36 CCTATGGCTTTTGCATTTGT57.781 20
77151 RIM11g33290_211564752 11565002 250 225 25 TGTTGGGTGGAAGGAGGATA60.309 20
77160 RIM11g33360_219276642 19277659 1017 975 42 GGGGTGAAAACAGTACGGAA59.83 20
77270 RIM11g34690_719859015 19859690 675 728 53 TGGAGATCTGCATTCAGGAAG60.346 21
77288 RIM11g34750_919899071 19899827 756 733 23 TTGTCAAAGTACCTTGCGTGTT59.715 22
77322 RIM11g34870_219968463 19970704 2241 2301 60 GGATTTGCCCCTTTGATTCT60.265 20
77331 RIM11g35030_320057924 20058523 599 619 20 CAGAAGCAGGTGAAAGGCTC60.134 20
77391 RIM11g35520_56447203 6447512 309 330 21 CGCAATGCTATCATGTCTGG60.243 20
77416 RIM11g35710_420478051 20478839 788 822 34 GATCATATCACATGGTGGCG59.763 20
77442 RIM11g35762_53770755 3771266 511 475 36 GAAGTTGAGCTGGTGGAAGC59.997 20
77476 RIM11g35940_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
77504 RIM11g36240_120869607 20871205 1598 1553 45 GACATGCCTTCATCGGCTAC60.634 20
77535 RIM11g36390_1720983400 20984303 903 959 56 TCATATTCTTGCCTCCCAGC60.177 20



77545 RIM11g36420_621011197 21011597 400 367 33 ACATGATGCTGTGTTCCGAG59.707 20
77600 RIM11g36920_218703977 18704364 387 420 33 CAAAAGTGGCTTTTCTTGGG59.719 20
77605 RIM11g36930_521319224 21319651 427 471 44 AATTCGTGTTGCCCCTTCTT60.856 20
77611 RIM11g36950_121330682 21331765 1083 1163 80 CGTCAAAAAGGGTGGAGAAG59.705 20
77621 RIM11g36970_721102453 21102645 192 230 38 CTGGACTCCTTCCAGCAAAG59.982 20
77681 RIM11g37540_621699384 21699666 282 304 22 CGTTCATCAGCAAAGTTCCA59.84 20
77690 RIM11g37540_1521704606 21705324 718 645 73 GAAGGGTGGAGTGAGCAAAC59.703 20
77782 RIM11g38290_122205312 22205979 667 518 149 GATTGGGCTGTACAACGGG61.313 19
77867 RIM11g38959_222715273 22716266 993 958 35 CTCTTGTCTTCAAGGCTGGC60.134 20
77869 RIM11g38990_122746497 22747393 896 994 98 CAGCTTCTACGCCTCGGAC61.091 19
77874 RIM11g38990_622748657 22749520 863 1046 183 GCCTATTGAGCGTATCAGCA59.044 20
77891 RIM11g39140_122829165 22831189 2024 2121 97 AGTCGACGCTCTCCAACCT60.001 19
78010 RIM11g40180_223499763 23502060 2297 2244 53 GGGAGGTCAGATTGCTTCAA60.195 20
78020 RIM11g40540_223722101 23723020 919 856 63 GGCCCGAATTTCCTTACAGT60.32 20
78031 RIM11g40690_423837584 23840728 3144 3202 58 GTGTTGATTCAGACGGGACC60.372 20
78033 RIM11g40690_623841264 23841542 278 222 56 TGGTGCTACTTAGCTTCCCAA59.89 21
78053 RIM11g40960_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
78055 RIM11g40960_41458355 1458523 168 188 20 ACGAAGAAGGCGAAAGTTGA59.993 20
78077 RIM11g41120_224172282 24172933 651 845 194 GCTTGCCACAAGTGCTACAA60.058 20
78080 RIM11g41130_324176808 24177125 317 276 41 GGATAACGGGAAGACGTTGA59.933 20
78102 RIM11g41180_1222215458 22216278 820 787 33 TGAACAATCATCGCAAAACAA60.103 21
78137 RIM11g41390_924376336 24377329 993 963 30 AAAGCATTTTTCCATGTGGC59.945 20
78179 RIM11g41690_322568614 22568971 357 334 23 ATCAAAGTGGCAAAAATCGG59.938 20
78273 RIM11g42440_625079771 25080760 989 964 25 GATCTGCATACAGAACTCGCC59.858 21
78296 RIM11g42590_725171144 25171333 189 94 95 TCTTGGGCAATTCTTATGATGA59.547 22
78318 RIM11g42650_926543193 26545309 2116 2091 25 GGGACGGATATCCTAAGGGA60.11 20
78339 RIM11g42880_525365137 25366779 1642 1535 107 CAAATTTTGCCCATTCATCA59.353 20
78347 RIM11g42910_719230217 19230719 502 543 41 CCATGGTTCTAGCTCTGCAA59.024 20
78379 RIM11g43330_125677664 25677908 244 266 22 GAGTTTTGTGGAAACGGAGC59.717 20
78395 RIM11g43410_225742774 25742961 187 215 28 CTATTTTCCCACCTGGTTGC59.429 20
78443 RIM11g43660_26548088 6549495 1407 1386 21 GGTTCGGGATCTCAGGATCT60.421 20
78470 RIM11g43770_125971475 25971943 468 358 110 CACTGCAATCTTGGAGACGA59.984 20
78497 RIM11g44040_226146237 26147237 1000 1152 152 ATGATTGCTGGAGTTTTGGG59.933 20
78587 RIM11g44440_33751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
78605 RIM11g44560_526472355 26472992 637 798 161 ATCATCATCGACCAGCCACT60.507 20
78606 RIM11g44560_626472973 26473754 781 944 163 CGAGTTTGAAAAAGGCGAAG59.99 20
78628 RIM11g44680_126544093 26544479 386 356 30 GCATGCTCGTCCTCTTCTTC60.104 20
78639 RIM11g44690_126553133 26553256 123 143 20 ACCATACCGCCAAAGAGTTG59.993 20
78650 RIM11g44700_426559316 26559597 281 313 32 ACTGGGACTCTTTCTGAGCG59.598 20
78660 RIM11g44720_142511130 42511421 291 336 45 CACTCTCTCCTTCGCTCCAG60.275 20
78714 RIM11g45295_126939289 26940624 1335 1276 59 CCTCCTACCCGGTGTTCC60.317 18
78723 RIM11g45400_127015991 27017502 1511 1442 69 GGTTGATGTTGTGGGCTTCT59.973 20
78731 RIM11g45520_127090091 27090509 418 392 26 ACGGCATCCATGATCCAAT61.126 19
78743 RIM11g45670_11457616 1457973 357 336 21 CAGCCGACCATTCCTCCT61.188 18
78773 RIM11g46000_127370014 27370525 511 582 71 CTTCTCCACGCTATTGCTCG61.06 20
78830 RIM11g46980_427717624 27717757 133 154 21 ACAACATCCTTCACCTTGCC59.973 20
78890 RIM11g47330_127814386 27815288 902 928 26 GGTATCGACCTCCAGATCCTC59.911 21



78912 RIM11g47434_112842983 12843641 658 679 21 GTTGAGGCTGTGTCTTGTGG59.31 20
78950 RIM11g47760_128281269 28283265 1996 2016 20 GAGATGCTGCCAAGAACCAG60.945 20
78956 RIM11g47800_128297715 28298341 626 552 74 ATCGGATGCTACTACGCCAC60.125 20
79051 RIM12g01250_1147402 149946 2544 2487 57 GCTTTACCCCTCGCTATTCC60.061 20
79053 RIM12g01250_3151191 152240 1049 874 175 GTTAACAGGCCCATCTCGTG60.517 20
79069 RIM12g01360_1194531 195755 1224 1407 183 AACCACTGTTGCTGCCTTCT59.914 20
79073 RIM12g01380_3243137 245746 2609 2414 195 CCAGGACTTCGGTGTTCTTC59.697 20
79076 RIM12g01390_4234858 235092 234 212 22 CCAAAGTTGTTGGGTTTGGT59.728 20
79176 RIM12g01950_4485595 486003 408 455 47 CAAGGTCAATCACGAGAGCA59.984 20
79197 RIM12g02100_2594790 595679 889 869 20 CTTCTCCCTCCCATCCATC59.399 19
79198 RIM12g02100_3595687 595922 235 266 31 GGGCATTCCCCTTCTATCTC59.866 20
79206 RIM12g02100_11598501 599165 664 855 191 AGACCTGGAAGGGAATTGCT60.074 20
79276 RIM12g02980_71177421 1177708 287 235 52 TACTCCTTGCTCGTTGACGG61.362 20
79345 RIM12g03530_31398517 1399000 483 517 34 TGGCATTTACAACCCAGGAT60.192 20
79368 RIM12g03570_11426828 1427071 243 219 24 GTCAGACCGTGCCAACCATA61.932 20
79488 RIM12g04290_71818660 1819298 638 664 26 TCTGGCAGTAAAAGAAAGGCA60.004 21
79496 RIM12g04424_11980738 1983123 2385 2228 157 AGGGTGCTCAAGTGGCTTC60.402 19
79497 RIM12g04424_21983333 1983546 213 182 31 TTCACCGAGACCAGTACAAGG60.156 21
79510 RIM12g04450_21896395 1897416 1021 1110 89 CGTACAGTGAGGACGGGTTC60.567 20
79514 RIM12g04500_42009992 2010778 786 760 26 CCAGTTGTGATCATGTCATCG59.976 21
79518 RIM12g04620_11956151 1956484 333 283 50 CAGCAGACCACCAACTTCAA59.873 20
79758 RIM12g06770_13288036 3288832 796 834 38 CGTCATGTCGATTCCAAGG60.056 19
79759 RIM12g06770_23288813 3288904 91 125 34 CCAGTGAGCAAGAGGAAGGA60.523 20
79761 RIM12g06830_13320381 3320821 440 480 40 AAGCCACGCTCCGAAATACT61.136 20
79805 RIM12g06920_13375343 3376654 1311 1335 24 CAACCGAGCTCAAAAAGAGG59.986 20
79859 RIM12g07290_13583032 3584658 1626 1674 48 CTGCGTGTGGAGCAAGTC59.072 18
79866 RIM12g07300_63591437 3592879 1442 1464 22 TCTAAAAATCAGCTCCCGGAT60.048 21
79868 RIM12g07300_83593077 3593397 320 356 36 TGCAGCTTGGATATGGTTCA60.22 20
79887 RIM12g07350_93622045 3622587 542 522 20 GTTGCATGGAATCTTGCTCA59.805 20
79961 RIM12g07750_136846446 36846560 114 148 34 TTTGGCTGTCCCAAGAAAAT59.546 20
79985 RIM12g07840_33969670 3969937 267 237 30 CGACCATCTCTTCTCCAAGC59.95 20
80082 RIM12g08610_14375249 4376081 832 954 122 GGATTCACCTAGGCACGAGA60.218 20
80162 RIM12g09290_14862565 4869107 6542 6568 26 AGCAGCAGCTCAACCAGC60.46 18
80176 RIM12g09350_14903675 4904702 1027 1059 32 GGCCATCAAGGAGAAATGAA60.014 20
80186 RIM12g09410_14930761 4931108 347 283 64 CAGTTCTGCCTCACAATCCA59.831 20
80190 RIM12g09430_24938592 4938818 226 247 21 GGATGGACCATGCAGAAAAT59.756 20
80223 RIM12g09760_220652177 20653264 1087 1034 53 AGCAAGCTCTCACCAATGTG59.037 20
80268 RIM12g10280_25437535 5437902 367 317 50 GGTGGTACAGCGATGATGAA59.527 20
80321 RIM12g10660_15698973 5700905 1932 1971 39 CTCCTCCTCCCCTCCTCCT62.044 19
80391 RIM12g10820_15821858 5822377 519 479 40 ACTACTGGCACGGCCTCTAC59.381 20
80396 RIM12g10830_15828955 5831143 2188 2275 87 AGAAGAATCTAGCGGCGGTT60.36 20
80409 RIM12g10830_145836890 5837522 632 496 136 TAGTTGGGGCCATATTGGTT59.158 20
80410 RIM12g10830_155837423 5838530 1107 978 129 CCCAAAAGAATCCTCAGCAG59.807 20
80449 RIM12g11210_43766562 3768432 1870 1840 30 CACGTAGCGATCACAAGGAA59.864 20
80454 RIM12g11210_93770755 3771266 511 475 36 GAAGTTGAGCTGGTGGAAGC59.997 20
80533 RIM12g12170_16676844 6677079 235 313 78 AGGATTGCTGGGTCGTCAT60.491 19
80536 RIM12g12180_22509727 2510083 356 292 64 CTCCGGAACCTCTGCCTT60.34 18



80542 RIM12g12240_24903675 4904702 1027 1059 32 GGCCATCAAGGAGAAATGAA60.014 20
80546 RIM12g12320_16775546 6776060 514 465 49 TTGTAAAGGTCGGATCTCGC60.214 20
80573 RIM12g12540_22196561 2197471 910 818 92 CACTGGCTTGGTTCCACTG60.293 19
80584 RIM12g12590_16931729 6934450 2721 2752 31 GATGACCTACCACGAGGAGC59.685 20
80585 RIM12g12590_26934558 6935064 506 385 121 CCCTGAACTTCCTCTGTCCT58.313 20
80609 RIM12g12790_47052966 7053600 634 662 28 TCAAGGGAATGCAAAGCTG59.933 19
80612 RIM12g12810_17063831 7065079 1248 1224 24 AAATATTCACCGTGATCCGC59.791 20
80648 RIM12g13020_17214834 7215010 176 376 200 TGACTCCGACTACGTTCCG59.839 19
80655 RIM12g13020_87217911 7218098 187 166 21 GTGGGAACAGTACTATGCGG58.104 20
80694 RIM12g13180_636981759 36981988 229 115 114 CATCGAGAGTTACACCACCG59.161 20
80702 RIM12g13300_17418786 7423991 5205 5121 84 ACGAGAAGCTCGTCGTCAC59.144 19
80703 RIM12g13320_27428301 7428967 666 622 44 ATCGTTCGGGTTCAGCAG59.787 18
80741 RIM12g13580_17619104 7621006 1902 1865 37 TGAGAGGCTATTCCCTCGAT58.838 20
80759 RIM12g13870_11526207 1527338 1131 954 177 GTTGTTGGGCGTCTACGTCT60.179 20
80762 RIM12g13920_37910055 7910211 156 177 21 CCATGTGAGCTGCATATTCC59.105 20
80781 RIM12g14070_27985253 7985959 706 750 44 GAGGCGGTACCTTTGATGTC59.556 20
80788 RIM12g14100_17995018 7995180 162 307 145 GTCCTCAGCCTCCCCTTC59.723 18
80845 RIM12g14640_28365240 8365817 577 541 36 TCTAGGTGAAGTTGACGGGC60.255 20
80866 RIM12g14790_214568357 14568808 451 627 176 AATACATCTTTTTGTATCTTGCAGAA57.695 26
80873 RIM12g14820_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
80908 RIM12g15110_18610746 8611691 945 992 47 GACTCACCGTGCTTACCACA59.751 20
80998 RIM12g16080_29178678 9178895 217 195 22 AACAATCTGACGGAAGCCAT59.556 20
81041 RIM12g16350_139358301 9360942 2641 2621 20 CACTCACTCTTGCAGAGGCT58.333 20
81058 RIM12g16490_39439023 9439184 161 207 46 GGGTTGAAGTGGAGGATGTG60.363 20
81074 RIM12g16590_14903675 4904702 1027 1059 32 GGCCATCAAGGAGAAATGAA60.014 20
81122 RIM12g16750_26478422 6478766 344 364 20 GGACAGGTGATTGGTTCTCG60.51 20
81188 RIM12g17290_129893692 9894449 757 802 45 ACTACTGCAAGAATTCGCCG60.407 20
81193 RIM12g17350_29931442 9931737 295 315 20 GCACCACTCCTGCTGCTACT60.621 20
81264 RIM12g18190_810498547 10499131 584 558 26 TTCCTATTCCACCAGCTAGATACT57.629 24
81287 RIM12g18470_119620134 19620808 674 647 27 GTTGGGAGTGAGAGAGGGC59.783 19
81386 RIM12g19370_1611249447 11249998 551 585 34 AGATGTCGAACCTGATTGGG59.927 20
81415 RIM12g19480_111324743 11324957 214 265 51 ACATGCCCGTATGGAACCTA60.214 20
81457 RIM12g19700_426552277 26552807 530 553 23 CGTCTTACCGCAAGGAAGAG60.008 20
81520 RIM12g20310_17385021 7385893 872 1059 187 GAGGAGCTCCGCTCCATAG60.065 19
81521 RIM12g20310_27385874 7386541 667 724 57 TCGGAAGTGTGCTAAAGGGT59.734 20
81546 RIM12g21500_212073071 12074628 1557 1533 24 TGTTAGACTCGGTGCGACTG60.049 20
81548 RIM12g21500_412077908 12080387 2479 2604 125 CTGCAAAGATGCTTACTCGG58.675 20
81550 RIM12g21500_612083583 12084562 979 812 167 TTTGCAATTTGACACCTCCA60.088 20
81612 RIM12g22090_212423648 12425275 1627 1674 47 AGGAAGGACGTGACGACG59.82 18
81613 RIM12g22090_312425197 12425523 326 371 45 TTAGGCTTTTCTGATTTGTTGAA58.128 23
81630 RIM12g22190_312496807 12497509 702 805 103 AAAGAGGGAAGGGAAGCGTA60.2 20
81708 RIM12g22910_21457743 1457904 161 140 21 ATGACATCACTCAGCGGACA60.279 20
81719 RIM12g23040_413021641 13022886 1245 1213 32 CTCTATTTTGCAGATTTGGTCA57.08 22
81727 RIM12g23040_1213026498 13026981 483 441 42 GGTGGGACCAGGGTAAAACT60.088 20
81782 RIM12g23430_218319924 18320092 168 334 166 GATGGCCATAGATGGGAAAA59.722 20
81824 RIM12g23760_113489778 13492879 3101 3046 55 CTACGGCGGCTACAGGGT61.216 18
81840 RIM12g23840_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20



81856 RIM12g23990_513634508 13635351 843 819 24 TGGACCATCATGTAGATATTGCTT59.763 24
81862 RIM12g24040_513662101 13662999 898 968 70 CTCGGGAGATCAAGGATGTG60.612 20
81903 RIM12g24260_83750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
81904 RIM12g24260_91458355 1458523 168 188 20 ACGAAGAAGGCGAAAGTTGA59.993 20
81905 RIM12g24290_113852830 13853466 636 711 75 GACTGACGCGTGCTGAGTT60.204 19
81923 RIM12g24400_26978562 6978823 261 294 33 TTCATGCAGCTATTGCAAGC60.126 20
81942 RIM12g24480_113974932 13976899 1967 1926 41 AGCGGTAGTGGAAGAGACGA60.012 20
81975 RIM12g24680_43750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
81993 RIM12g24750_114197621 14198254 633 442 191 ACAACACAAAGCCCGAGAAG60.291 20
82019 RIM12g25030_210553473 10554209 736 688 48 CTGCCAAACACAACATACCG60.027 20
82070 RIM12g25360_114629613 14629951 338 372 34 GTGGGTTGGCATCAGCTACT60.142 20
82165 RIM12g26540_215508759 15509150 391 426 35 GGCAGAATACAACCATGCTG59.152 20
82265 RIM12g27580_614081542 14081772 230 253 23 TAATGGCCACCTAGACCTCG60.088 20
82346 RIM12g28570_213752315 13752629 314 293 21 CGTCAGGAAACCGTAGCAG59.45 19
82360 RIM12g28740_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
82407 RIM12g29360_313964764 13965435 671 634 37 TGTTGTGTTAGGTGTTGGTGC59.525 21
82419 RIM12g29550_117606631 17607185 554 577 23 TCATGAAGCTCGCCTACCTC60.504 20
82490 RIM12g29930_217858287 17859084 797 819 22 CAGAAAAGACGTCGTCATCG59.44 20
82531 RIM12g30180_418089238 18090697 1459 1481 22 AGGAAGCAGGGAATTGGTCT60.074 20
82555 RIM12g30440_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
82563 RIM12g30490_318274895 18275749 854 948 94 TCATCGAGTTGTACGTTGGC59.722 20
82598 RIM12g30540_3118318645 18320139 1494 1562 68 TGGAGCTTGGGAACAATACC59.933 20
82603 RIM12g30630_43751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
82604 RIM12g30630_53750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
82649 RIM12g31150_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
82702 RIM12g31470_318897416 18898003 587 623 36 AAATTGAACGCCAAGTTGCT59.752 20
82708 RIM12g31470_1018902660 18902917 257 394 137 TTCACAGGAAAAAGGCCAAC60.088 20
82780 RIM12g32230_519426316 19427184 868 826 42 AGCTGGTGTTGATGATGCTG59.862 20
82801 RIM12g32320_311857031 11858215 1184 1378 194 CAGGAGCTGATGTGAACTGC59.577 20
82804 RIM12g32330_219487535 19489395 1860 1882 22 CAAGCGGTTTATGGACCAAT59.823 20
82868 RIM12g33020_119919858 19923135 3277 3297 20 GTCTGCCTCCTGCGGTTC61.981 18
82883 RIM12g33060_619951343 19951564 221 244 23 TCGAAGTTGAGTTGGTCGAA59.415 20
82976 RIM12g34160_33751593 3754381 2788 2949 161 AGACACCCCTTACTCACGCA60.711 20
83044 RIM12g34410_120819346 20820644 1298 1327 29 ACTGGTTTGGGGCTTAGAGG60.488 20
83051 RIM12g34610_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
83062 RIM12g34730_214243565 14243813 248 169 79 TCCATTGAACAAGCTCTGGA59.369 20
83199 RIM12g35460_721530975 21534600 3625 3570 55 AGAATGGAGAAGCCTTCGGT60.212 20
83256 RIM12g35810_4908884 909035 151 191 40 AAGCTTGTAAAGAAGCTATTTGGC59.539 24
83274 RIM12g35970_27234145 7234438 293 314 21 ATTCCTCCTGCAATGGTGAG60.073 20
83277 RIM12g35970_537257576 37257965 389 347 42 TGAAGGCGCAACATTACAAG59.872 20
83336 RIM12g36480_23750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
83395 RIM12g36850_122558312 22559414 1102 1036 66 GTCGAGGTCGAGGGGAAT60.008 18
83412 RIM12g36920_222602648 22603440 792 826 34 TTGTGTTTGTGTGTGCAGGA59.751 20
83445 RIM12g37140_413684861 13685049 188 310 122 CTTCACTAAGTGGGCCGAAG59.869 20
83465 RIM12g37240_13750083 3750240 157 178 21 CCATGTGAGCTGCATATTCC59.105 20
83473 RIM12g37320_122886660 22887887 1227 1281 54 ACCGAAACTGGCTTTTCCTT60.11 20
83517 RIM12g37570_523031181 23031620 439 462 23 TTTGCAGGATGTGGCTGTTA60.257 20



83538 RIM12g37590_323049256 23050307 1051 1133 82 CCACAGGCAAAAATTCCTGA61.001 20
83541 RIM12g37600_123058828 23059722 894 797 97 CGGAGTCCTTTGGTGTCATT59.966 20
83624 RIM12g38190_123418797 23419822 1025 953 72 AGATCGACCAAGCCTCAAGA59.95 20
83646 RIM12g38380_123512157 23512382 225 252 27 AGGCGATGGACATCTACAATG59.97 21
83649 RIM12g38380_423513080 23513664 584 560 24 GGGTTCTGATGGTTTGGAAG59.381 20
83751 RIM12g38900_523889063 23889360 297 339 42 CGTACACGCCTGCAATCTTA59.895 20
83780 RIM12g39030_123973892 23974115 223 186 37 ATTGCCGAGGATCATCATGT60.312 20
83882 RIM12g39640_224442161 24443011 850 755 95 CAGCGTCAAGAAGCAGCA60.003 18
83899 RIM12g39670_124459040 24461735 2695 2674 21 GAAGCAGGCGAAGAAGGAG60.225 19
84012 RIM12g40419_224986641 24987598 957 935 22 TCGCACCTAAAGCTAGCTGAC59.805 21
84028 RIM12g40500_325025081 25026851 1770 1791 21 TAGACCTGCCTCTCCATGCT59.973 20
84138 RIM12g40950_125324951 25325354 403 441 38 ACGACGACGACGACGACTAC61.34 20
84282 RIM12g41670_925760183 25760835 652 674 22 TATACATGCCTTCCGTGCTG59.712 20
84331 RIM12g42210_626148193 26149904 1711 1571 140 ATTGGGGAGGGAGATACCAT59.471 20
84468 RIM12g43020_226690895 26691313 418 545 127 ACCCCTCACGGCAAGATAAC61.268 20
84474 RIM12g43080_226719492 26719910 418 394 24 AATGCATTGCCTCGTTTTTC60.081 20
84475 RIM12g43080_326720069 26720775 706 774 68 TGTCCGGTCTCTCCTTGTTC60.238 20
84492 RIM12g43300_426842433 26843210 777 713 64 GGCTACTACGTTCCTGTCGC59.904 20
84528 RIM12g43580_127013809 27015340 1531 1433 98 TCGAGAGGTTTCATCCCCTA59.623 20
84612 RIM12g44310_127431564 27432549 985 818 167 CTGGCTCTCCGGCAACTT61.507 18



REVERSE PRIMER1 (5'-3')Tm(°C) Primer_sizePRODUCT1_size (bp)start_position_in_gene(2)end_position_in _gene(2)
CGTCTTTCACTCTCGTGCTG59.77 20 201 687 887
ACCACTCCTTCTCCCCATTC60.314 20 176 415 590
AATTCGTGCTTTCGTCGTCT59.882 20 1082 4719 5800
GCCAGAAGACAGGAACATCA58.802 20 1330 502 1831
TGGAAAATAGGTTTTGCTCCAT59.844 22 580 1232 1811
GACAGGATCGCAACCTTCAT60.081 20 2047 5545 7591
TCACGTACCTCGTGGACTCA60.309 20 1420 742 2161
AACAACATCATGCATCCCAA59.781 20 218 511 728
CTGCCTCTACCTCTTCCACG60.005 20 745 2291 3035
TGGATTATTGAACCAATACCTGC60.089 23 1230 852 2081
AACTGGAGGAGCCCAAAGAT60.074 20 207 1035 1241
AACATTGAATTTTTGATCCCAAT58.661 23 144 4964 5107
CCATGTCATATCGAACATTTGAA59.712 23 1077 313 1389
CGGCCTGCAGTGGTAAGTA59.873 19 194 816 1009
TGCTCAACGTAACTGAGCCA60.596 20 856 4969 5824
GAAAAGGCTTTGACACAGTCG59.906 21 577 794 1370
TAGCAAGTGAAGGTTGCCCT59.875 20 482 3115 3596
CCTGTAAAGGACCCAACACC59.304 20 408 1213 1620
CAAATCTGCGACAGACTGGA59.984 20 155 7587 7741
CACCAGCATATGAGCAAGGA59.823 20 588 1338 1925
CACATGAACAGCTGACAGGC60.473 20 497 478 974
AAGACGTTGCGAATTGGAGT59.74 20 605 287 891
GAAAATCCGTCACCCAAAGA59.91 20 242 1698 1939
CTGGGTGATCCGGGTTAGTA59.807 20 468 3616 4083
GTGCTCCACACTTGTTGCAT59.758 20 732 428 1159
CCTGGCTTTCTTCCATGTCA61.176 20 744 407 1150
TTGGAATTGGAAGGCCATAG59.894 20 178 1190 1367
AGCTACCACTTCGGCTTGAG59.639 20 1871 3016 4886
CCACTCCTTACCGCATTGTC60.517 20 696 9315 10010
GACGCCCATCTCCTTCAG59.291 18 1070 870 1939
CCCCCAACAAACTCTCCTTT60.332 20 584 1688 2271
CGCATGTGCGAGATATCAAT59.676 20 1017 5867 6883
GACTTCCGGTTTCCTAGCCT59.713 20 675 1970 2644
CCGTAGGGTCATCAAAAACAG59.48 21 1972 382 2353
CCGGATGTAATGGCTTGAAA60.827 20 412 692 1103
GGTAAGTACCTGAAGGGTCCG59.872 21 175 1367 1541
CTTTGTGTAGTGCAAGGCCA59.904 20 769 3101 3869
TCGACGAGGTACATCACACC59.551 20 657 2697 3353
CATCCAGGTTTGCAAGACAA59.691 20 2055 57 2111
TGCACCAACATAAGGTTCCA59.964 20 948 40 987
CTTCAGCTGCTGCATCTCC59.828 19 596 636 1231
AGTTGACGATGTGGTCCTCC59.969 20 3386 3938 7323
AATGCGGTAAGGTTCTCCTG59.195 20 5363 2037 7399
GTCGCGTCGTAGTTGTACGG61.672 20 3189 1225 4413
CAGCAACATTTGTGTCCTGC60.31 20 840 4570 5409
TACAGGGTGCAGATCCTTGC61.208 20 236 7704 7939



GTTCTTGGGTGAAGGAGGGT60.349 20 2064 798 2861
TTTCCTGTGAGGACATTAGGA57.255 21 1115 31 1145
GGAGTGGCTCATTCACGATA58.672 20 207 3934 4140
ACCTCTGAATATCCCGCTGA59.653 20 604 3050 3653
TCACTCTTCTTCAATGGCGA59.522 20 1072 401 1472
CTCTGAAATCGCTCCTGTCC59.95 20 1629 584 2212
ATCACTGTCGTCGTGGTGTC59.583 20 2266 993 3258
CCAGTGATTTTTAATTGAATTGTCC60.003 25 479 3623 4101
TCCTCTTTTGATACCTGGGG58.978 20 910 6215 7124
ACTCGTCGATGCGGAAAC59.794 18 1016 763 1778
TCCCTGAAGTGGCTGGTAAC60.111 20 620 3431 4050
ACCCTTTAGCACACTTCCGA59.734 20 873 126 998
GAACAGCCTCTCATCAGCCT59.56 20 668 979 1646
GGACTGGATCACCTCTCAGC59.799 20 495 1196 1690
TCGAGAAGGTGACAAGGACC60.238 20 228 2421 2648
CGACTGCCTCGTCATCCAT62.254 19 1130 2963 4092
GCCTCTAAGTTCTCCCACCA59.284 20 231 2098 2328
AGGGACTCCTTGTGCTCTGA59.986 20 951 398 1348
CTTGACCTCTGCCGTGTCTC61.009 20 484 25 508
CAAGGGAGGGCTTGATGAT60.019 19 989 2430 3418
TTCATCCGTGTTGTCCAATC59.348 20 1034 1702 2735
ACAGTTGCATCTGGTTGCTG59.905 20 707 1481 2187
GGGAACAAGATTGAAGCAGC59.82 20 957 1350 2306
TTGTGACAGGTCCAATGGAAT60.225 21 550 4690 5239
CAACATCTTCGCGTAGCAAT58.945 20 1198 1424 2621
TGATGTGGCAAGAGAATAAATGA59.6 23 1708 1385 3092
CAACGTGACGATTGTCCAAC60.008 20 696 1933 2628
CTCCTGAGGAACGGCTTGAT61.688 20 1080 268 1347
ATCAGCACGGTCTTGTCCTC60.269 20 4623 2917 7539
TTCTTCGTAACAAGGTCCAGTATG59.597 24 704 2961 3664
AGGCCTGTCTCATTCATTGAC59.155 21 2705 95 2799
ACTTACCCAACCCAACGAGG61.15 20 7355 565 7919
GTCGGACCATCGTCGTGT60.563 18 161 2540 2700
CCCACTGCCCATTTTATTGT59.685 20 1427 798 2224
ACGATCAGTTGGATTGTCCC59.786 20 1940 3927 5866
GTACAAGCATTCTGGGTCCG60.517 20 2371 640 3010
TTCATCCACAGGTGACGGT59.945 19 181 6126 6306
GTCCGACCTGCAATAGGGTA59.955 20 187 4 190
TACTCGTTGCCTCCCTCATT59.694 20 980 443 1422
CATGTTGTGGGTCAATCCAT59.063 20 1448 713 2160
CTTCCCTCAAAAGCATCTCG59.948 20 2250 3107 5356
ACTCCTCTTCTGGGTTTGGG60.48 20 555 152 706
CGATAGCAATCCAGTCAGGAA60.22 21 1564 3934 5497
CACCTCTGCCTCCACCTCTA60.399 20 1850 339 2188
AAACGAATCCGAATTTGCAG60.074 20 932 3149 4080
AAAGACAGGGAAGTGCTTGG59.328 20 1566 3016 4581
GAATGGTTGGTGCTGAAGGT59.973 20 825 2866 3690



CCAAGGTGATCTTCGGTGTT59.966 20 112 261 372
CAGCAGCAGCAGCATTAGAA60.445 20 2804 855 3658
GCTTTTAGCTTCTGAGGAGTGTC58.863 23 191 6543 6733
CTCGACGCTCTTGTACCTCC60.012 20 3999 1562 5560
ATCCAGGTAGGCCACCTTCT59.957 20 600 155 754
ATGTCCGGCGTGAACTTCT60.672 19 198 477 674
CTGCTCCACCACCACCAT60.552 18 1020 264 1283
AACTTGAGCACACTCCCTGC60.453 20 994 2605 3598
ATTGCTACAGGGTTTCCACG59.993 20 3031 1164 4194
AACTTGTATGCCACTTCCGC60.14 20 153 642 794
AGTACCTGAAGGGTCCGTTG59.062 20 158 2474 2631
GACCCCAAGCAAATACGCTA60.096 20 1036 1275 2310
CTCCCATTCGACAGGTTTCT59.137 20 501 381 881
TTTGCTCAGTGTTTCACCAA57.867 20 1279 8464 9742
GCGAATGCCGAGTAGATGTT60.243 20 185 286 470
TGGTCAACAAGCCTCTGTCTT59.899 21 7221 3205 10425
CTGTGGGTTGTTGATCTTGC59.139 20 614 1091 1704
GAGCACTTACCAAGAACCCA57.797 20 301 5059 5359
ACACTCAGACTCGGACCTGC60.467 20 1292 1411 2702
TGAACAGACGAGACAATCGC59.992 20 722 547 1268
CAGGTTCCACGTAGCAATGA59.716 20 1640 5844 7483
AGACCCTTTGCCTCATTGTT58.646 20 388 1566 1953
CACTGTCAGGGTTGTGATGG59.997 20 10368 4631 14998
AACCTACGCTCCTTCCTTGG60.621 20 1724 4798 6521
AACGCAATAATGAAGCCTCC59.186 20 769 3028 3796
AGCCACTTCGAGTACATCCG60.277 20 458 1301 1758
CCCTGTTGTAGCCTTCTCACA60.297 21 2035 492 2526
CTCCCCAGCGGCACTATC61.749 18 1587 593 2179
CAGTTGAATAACAGGCCCCA60.883 20 1631 1555 3185
CAACCACCAATTACCCCTTG60.081 20 983 2004 2986
CCAGAAGATTTTAGGCCCTG58.785 20 641 2836 3476
ACCTGCATTTCCGTTCGATA60.469 20 1026 6546 7571
CTGGTTGCATCGAACTGACA60.873 20 265 9303 9567
AAGTTCCATCCATCAGGCAT59.366 20 748 9740 10487
AGGTCTTCCTTGTTCACCGA59.697 20 368 10670 11037
GGTGCGTGATGAAGCTGT58.28 18 1359 1373 2731
ATGAAGGGGACGCAGACAAT61.819 20 500 1080 1579
AGTACCTGAAGGGTCCGTTG59.062 20 158 2670 2827
GAGCGTTCTTCTTTTCCTGG59.052 20 1762 146 1907
TTCTTGGGGCCATAATGTTC59.762 20 244 2861 3104
TCCTTTGCTCGAGGAACAAT59.813 20 4196 1475 5670
TGCCTTGAGAAGCTTTGATCT59.208 21 1097 2671 3767
GTCACGGGTTTCGAATGTCT59.973 20 6397 201 6597
ACCACTTGCAGATACCCCAC59.851 20 855 123 977
AGCTCGTGGAAGCTGTTGA59.717 19 193 476 668
ATCCTCTCCTTGCGCAGTTA59.978 20 522 1583 2104
GATTCAGCAAATTTCGCCAT60.045 20 1260 792 2051



GGGTGGTTAATAGGCTTAGCG59.997 21 1070 4810 5879
TTCATGTAACACTCCACGGC59.572 20 713 3380 4092
AAGTCCTATTCGCGCTTGC60.505 19 1829 20 1848
GCAGATTTTATCTTTGCGCC59.822 20 1406 2095 3500
CCAAGAGGAAGAGGACCCC60.975 19 679 1674 2352
CGGAGGAAGAGCAAGAGGA60.618 19 258 58 315
CATTCAAACTCCAGCATGGTT59.985 21 323 2036 2358
AGTCAAGGTCATCCTGCGAT59.685 20 1032 790 1821
ACAGCACTTCTCGCACCAG60.195 19 2006 449 2454
GTCGCATAGGATCAAATCCC59.348 20 1347 541 1887
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGTACCTGAAGGGTCCGTTG59.062 20 158 2705 2862
CGTCCAAGATAACAGGCACA59.716 20 2128 649 2776
AATAGAACTTGGGCCAGCAA59.708 20 1322 1209 2530
TTGTGTGTTCCCTGTTCCTG59.565 20 1338 5773 7110
GCTTTGGAGCGTCACTGTTT60.44 20 2579 391 2969
TTGACTGCCAGTAATGCTCG60.011 20 1013 1026 2038
CAGCATCAAGGATACGTCCA59.673 20 657 948 1604
TGCCACTGTTGTTGTCCATT60.008 20 884 366 1249
AGTTGATTCCTTCCCTTCCC59.373 20 918 1030 1947
AACACCCAGTCGTCAACGTA59.06 20 452 1760 2211
AGGATGCATTCTTGTGGTGA59.09 20 235 1915 2149
AGGATGCATTCTTGTGGTGA59.09 20 235 1666 1900
TTTCTCATCGACGTCCACCT60.656 20 622 588 1209
GGCCTAACAACAGCTGGAAG59.875 20 1874 63 1936
GCCGGTACAACAATCTTTGG60.365 20 942 1652 2593
CTTTCCAGCCGGTGTTCTAA60.241 20 653 650 1302
TGTAGCAGCCAGTCAAAATCTC59.522 22 168 1550 1717
TGTTCTCTGGTCCTGTTTCTGA59.884 22 588 186 773
AATACGGCTCCAGGAACAAC59.056 20 949 331 1279
AGAGGAAGCATATGCCGAGA59.939 20 1994 1346 3339
CACCACGTCCGTCCTCTC60.252 18 219 5145 5363
TATCACCACATTTGCCTCCA59.924 20 2446 81 2526
CCTTCCTCCTCTTTTCTCCG60.311 20 1207 449 1655
GCCCCACACCCATATACTTT58.647 20 292 2210 2501
GACCAGCTCTTTTGTCCCCT60.628 20 800 2305 3104
GCTTCACGAACGACGTCAC60.466 19 297 650 946
TGGGAAAGGAACAGCACCTA60.626 20 621 446 1066
TGGTTATTCTTGATGGCGCT60.606 20 690 6246 6935
ATCTTGCCTCTGGGAAAAGG60.569 20 365 1555 1919
TGCATAGGCCAATCATAAAATG59.825 22 942 876 1817
GCGATGATGGTAGACACGAA59.679 20 758 1772 2529
TCAGCTCTCATGTATGTCCACC60.142 22 1250 3810 5059
TTCAGCTCATATTCTTCCCGA59.793 21 857 1820 2676
AAGCGCCTTCCTCGAATATC60.682 20 637 934 1570
GGCATCAGCTGTTCACAAAA59.847 20 668 2872 3539
TTTCTCACTGGCATAAAATAGCA58.949 23 1650 469 2118



TATTTGAAAGGGCATCGTCC59.901 20 1339 8675 10013
TTTCGAATCGACAAGTGATTTT58.742 22 380 10406 10785
GAGGCCGAGTATGAATTTCG59.668 20 728 153 880
AACTCCGTGTCCATCCAGTC59.969 20 388 375 762
AACTAAGCCGATGCCACAAC60.14 20 745 4574 5318
TGCCGGGTTGGTAAGAGA60.192 18 805 214 1018
CTCTTTTGTCCATCATCGGG60.452 20 807 2396 3202
TTGAGTGCTCCAAAATCAGC59.002 20 706 272 977
CGGGTCGCTTGTCAGGTACT62.561 20 3045 758 3802
AGCAACGATTGCAACAACAG59.911 20 692 85 776
CAGCCTGGGACATATTGCTC60.624 20 1824 885 2708
AGCAGATGCAGCTTCCTTTT59.222 20 1460 0 1459
AGCTGCCAGCCTACAATCTC59.603 20 806 307 1112
CCGGTCGGATTTGTAATGAA60.692 20 244 161 404
CGTATGTTTCACCAATGATGG58.759 21 4924 107 5030
GCTCCTCACCTCCCTCACC62.203 19 293 313 605
ATCGTCTCCTTGGCGCAC62.397 18 3338 2005 5342
CGCTTGATTCCTCATTCTCA58.95 20 1796 4676 6471
CTCTCCCGTACTCCTCGGAC61.18 20 2075 1006 3080
TTACCCCGTCGTCTTTCTTG60.103 20 1892 1214 3105
CACACTATGGACTTGGGATCG60.382 21 525 536 1060
ATGAGGAACATGGCCTCCAC62.261 20 209 8 216
ATGAAACGGCTTCCGTATTG59.96 20 639 3525 4163
GCCTGTACCTGTGACCTCGT60.182 20 1016 665 1680
GACAGGATGTCCGTCGAACT60.12 20 603 3308 3910
TCTGTTGCAAAGCACTACCG60.05 20 1043 3049 4091
AGGAAGAACGGTGGCTTCTC60.766 20 1205 4372 5576
TCTTGTCCTATTGTAATTTTGCTCA59.262 25 890 46 935
TCACTCGGCTCACCATTGTA60.263 20 288 433 720
AATGAACTGTACGTCCTTGGG58.969 21 665 427 1091
GATCAGCAGTAACGGTTGGG60.517 20 247 3530 3776
AAGTGGCATGGTGGTCAAAT60.24 20 527 4969 5495
TCATCTTGTACGCCATTGGT59.002 20 1682 2954 4635
TCGCATATCTTCGGTCTTCA59.375 20 519 131 649
CATCTTCATCGCCTCCTCTC59.91 20 1536 1803 3338
GTTGTGGCAGATCTGGGTG60.105 19 195 5567 5761
GCACAATGCCAAAGCTGTAA59.879 20 1014 4284 5297
TCTCCTTCCTCCTTGCAAAA59.926 20 924 1410 2333
TGCTTTTCTGGGTCCTTCTC59.405 20 2005 838 2842
CTGCATCAAGCCCAGAAAG59.531 19 638 2462 3099
CACCAGGTCCACCAGAGAC59.044 19 2474 204 2677
CCTGTGCAGGCAGCTCTTAT60.559 20 1541 1034 2574
CGCTCTTCTCGTCAATCTCC60.096 20 1829 516 2344
GGAACATCCCCCATTCTTTT59.996 20 485 3128 3612
GTCTGCAGTTTCAGCAGCCT60.743 20 435 416 850
GACCGGTGTCGGTGATCTAT59.81 20 509 2478 2986
CAATTGTCGCAACCTTTTCA59.706 20 1582 227 1808



ACATCACCGTGAACCTGTCA60.005 20 434 3149 3582
GGGTTGGTAGTTTGGAGTGC59.454 20 597 1196 1792
GATGTCTCCATTTATGCCCAA59.776 21 656 2275 2930
TGATGATCACCGTCTTGTCC59.478 20 1088 222 1309
CATTAGGATGAGATGCCCGT59.917 20 303 5527 5829
GAGATGCCATTTGCCTATGAA60.052 21 384 1885 2268
AGTACCTGAAGGGTCCGTTG59.062 20 179 915 1093
GATCCTGAGGAGGAGTCGGT60.615 20 234 1164 1397
TTCACCATTTTGTTTTGCCA59.946 20 936 18618 19553
TGAGAGCAGTAACCATGCCA60.413 20 1211 437 1647
GGGAGCTTCAGCACGAGTAA60.538 20 841 4667 5507
CAATCCTTGTGGGTCAGGTC60.363 20 282 4849 5130
TTGTGGTAAGCGTTCACTGC59.911 20 1198 385 1582
CGGAAGCAGGAGAATCGTAG59.971 20 171 5004 5174
GAACGAAGAGTGCAACACGA60.032 20 2319 469 2787
ATACATGCGCCAATTTTTCC59.801 20 17159 1914 19072
ACCCTTGGTGACCACAATTC59.679 20 682 14354 15035
GCAGTCGATTTCCCTTCTTC58.864 20 1199 1550 2748
TCAAAAAGCTGTGCCTCTCA59.716 20 606 1713 2318
GTCTGTTTTCGCAGCGATTT60.395 20 1082 2229 3310
AGGCACATGATATCGACCGT60.37 20 292 1161 1452
GATTCGTGCACCGGTAGTAG58.256 20 474 727 1200
TGGTTGCCACAAATTGATTG60.357 20 174 766 939
CTTTTGCCACCCTTTGCTAC59.747 20 766 3369 4134
TTCCACCACTCTACCACCGT60.422 20 810 40 849
TTCCCTGGTTGCATAAGCTC60.214 20 296 2169 2464
TGATGAGCAATAATGGTGCG60.632 20 1477 7061 8537
TCTTCCATGATCGCTGTGTG60.84 20 2438 432 2869
CCGGCTTTGATCATCGAGTA61.129 20 607 4700 5306
TGATTGCACATCGAACAACA59.676 20 325 6038 6362
TCTCCAGGAAAGGCTCGTTA59.948 20 1821 1401 3221
GCATCAATAACCCCTCCAAA59.762 20 166 1742 1907
TGGCAGACAGTAGCAACAGC60.207 20 428 34 461
ACAGGAGGAGAAGGAGGAGG59.801 20 391 1293 1683
CGATCCTCCCCATCAAATC60.228 19 1396 571 1966
ATCAAAGCCCAAAACTGGTG59.971 20 515 669 1183
AATCCGATGAATGTTCCCAC59.611 20 205 1678 1882
AGTACCTGAAGGGTCCGTTG59.062 20 158 624 781
CTTGCAACAACGGATGATGT59.572 20 968 10568 11535
TCAAATTGGTTCTTGGTGTTCA60.378 22 2538 6 2543
GGTATGGCTGCGGTATTCAT59.813 20 209 0 208
CCTGGCTTTACCACTTGCAT60.132 20 722 2562 3283
CGTACCTTCTCCATCGCC59.193 18 156 169 324
CCCTTTTCATACTCCAATGCTT59.502 22 649 2114 2762
TTAGAACTCTTCCCCCAGCA59.807 20 306 2320 2625
ACCTCGTCTCCACACTCAGC60.467 20 304 165 468
TGGGTTTTCAGTGAGCACAT59.139 20 750 1146 1895



CTGACATTGCCCATTGGAG60.056 19 362 914 1275
ACATGAACCCCATCTCGAAC59.786 20 881 2565 3445
ATACCTGGGCTTTGTCCTCC60.328 20 206 1935 2140
GTGAGCCATCATCCTCTCGT60.231 20 542 2114 2655
CCGCTTGATTCCTCATTCTC59.773 20 2080 4813 6892
TTCTGGCCTAATGGCTTTTG60.202 20 729 1198 1926
CCGAGCTTTGGTGATCTAGC59.978 20 939 2359 3297
ATTGCCAGTTGGTTGTAGGG59.853 20 147 632 778
CATGGAGTCTTCATCAATGTCG60.517 22 779 106 884
AAAGGTGGTAAAGATGGAATGC59.376 22 725 1810 2534
CAGACCATTGCATAGTGGGA59.522 20 585 5153 5737
ACCATTCCCCAAAATGATGA59.991 20 484 2021 2504
TGTGGATGGTCTAATTCTCGG59.94 21 345 114 458
CTGATTGCTGTTGAATTTCCC59.56 21 1120 3633 4752
GTCGTGGCTCCTAAGCACTC60.02 20 168 1897 2064
AGATACCTGTTGAGGGGTCG59.014 20 9489 709 10197
GTTGTCGTCCCGGTAGGC61.501 18 179 320 498
TGTCCAAGCTGGTCATTGAG59.831 20 705 4157 4861
CCTTTTCAAAGGCGTGAAAT59.202 20 1162 249 1410
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
GCCGTCAACACTGACGAGTA59.905 20 1700 610 2309
GCTCGAGCCAATGGAAGG61.873 18 2216 1310 3525
CAACTCCCACTCCTCTGACC59.682 20 971 272 1242
GCCTGCCAGTGGAACATATC60.492 20 989 213 1201
GCGGCTCTTTCATGTCTCTC60.104 20 670 2219 2888
CTAGCCGCTGACGCAATAAT60.384 20 1022 30 1051
CTATGTCATTTATACATGGCTTTCTAA57.273 27 3440 563 4002
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
ATCGACCTGTGCTCCTTCAT59.685 20 482 240 721
AATCTCTTGAGCTGGCCAAA59.955 20 483 4149 4631
GCTGATTTGCTTCGACAGTG59.596 20 849 1033 1881
GGCAGACTTCTTCTGCCAAG60.134 20 350 88 437
TGAAAGGCCCCATTTTACTG59.931 20 214 1876 2089
AGCCCAAAAGCTCAAAGTCA59.993 20 254 1229 1482
CGATCCACACGTTCTCCTTT60.111 20 624 1208 1831
TCGAACTGTCTCTTCTGTTCCA60.028 22 1044 6441 7484
CACACGTTCTCCTTCCTTGC60.833 20 365 3742 4106
GTTTCACCCTCCTGCATCTC59.661 20 573 576 1148
GAGACTTGAAAATCCTGGCG59.813 20 662 751 1412
ATGTATTGGTGGAGCCGGT60.211 19 3134 479 3612
CACCAGTATATGGACGTGCG60.011 20 433 4410 4842
GCCTCTGTTGCAAAGCACTA59.224 20 1041 55 1095
CATTCCTTACGCTCGGTCTC59.836 20 220 1843 2062
ACTTTCGGCCAATAGAACCC60.32 20 1205 1493 2697
TAATGCCTCTCCTGCTGCTT60.118 20 103 2068 2170
GCTCTTGGACAAATCCCTCA60.195 20 862 525 1386
CGTTGATGTGGATCTTCTGG59.086 20 833 263 1095



TCGTGATCTCATCAGAGTTTAGC58.617 23 345 1729 2073
GGGCTGTGTCTCCAAGTTTC59.703 20 132 1490 1621
TATCATTGGCTTCTCCCAGG60.029 20 739 10126 10864
CCTCTAAGATGATGGGGCTG59.647 20 1103 13143 14245
GCTCAAGTACACGCCAGTGA60.056 20 212 2698 2909
AATCTCCGTCGACATCTTGG60.073 20 1234 566 1799
ATGGGAGCATCAGATGGAAG60.034 20 654 731 1384
TCCAGGAACATTTGCATCAG59.648 20 1009 1014 2022
TCGATGAGAAGATCAAGTGCAT59.843 22 1014 2989 4002
ATTCTGGGAGAGCACACGAA60.801 20 7652 5692 13343
AAATCATCCATGCCTTCTCC58.937 20 618 527 1144
TGGAGCTACAGAGTTTGCGA59.74 20 1364 3469 4832
GGATGTGCACTAGATACTTGTTGAA59.615 25 295 1040 1334
TGCACGGTGAGCAAATCTTA60.401 20 1272 3294 4565
GATCTGGTACTCGGCATGGT59.957 20 403 164 566
GATTCCTCAGGACCTCCGAC61.002 20 1572 1205 2776
CAGAGACATTGCCCACTCAA59.831 20 3001 1015 4015
CAAACGGGATCACCATCTTC60.317 20 399 1514 1912
AGTGAGCATCTCAGCAGCAA59.887 20 5960 591 6550
TCCCGTACGTACTAATCCCG59.839 20 1674 519 2192
CTCCCCAGTTTGCATACACC60.375 20 696 3983 4678
GGATAGCTACCACTCCGGCT60.619 20 1168 1868 3035
CCTCCGCGATTGTATCGTA59.655 19 1073 3012 4084
AGTACCTGAAGGGTCCGTTG59.062 20 179 5416 5594
GGTATTCTTTTCCATCTCCTGG58.958 22 336 6645 6980
CAGCTGATCCATCTTCTGGG60.758 20 1168 1862 3029
CCAAGAGAGCAGCAACATGA60.136 20 467 4 470
TGAACAAGGACAATGTTTGCTC60.154 22 1321 190 1510
AGCTCCCTTGGGGTTGTACT59.994 20 720 1100 1819
CAACAAAAGCATCAGCCCAT61.032 20 194 3245 3438
ATCCAAAGCAGTGAGCCAGT59.874 20 153 20 172
ATTGAACTTGGGGTGATGGA60.173 20 229 985 1213
AATACTCCCAAGCGAAGCAA59.845 20 400 3424 3823
ATTTCAGATCACCAAGCCCA60.461 20 1418 822 2239
TTGTCCTGGACGTACTGCAA60.301 20 892 2487 3378
TGTTCTCAGGACATCAGGAAGA59.844 22 294 6410 6703
CTCTGCTTGAGGAGAGCCC60.23 19 354 2354 2707
TGCACCATAGTCGAAGTCCA60.263 20 1443 372 1814
CCATACAATGTGCTTGAGCG60.28 20 261 1497 1757
CAGTACTGGCTGCTTCCCTC60.012 20 2147 2938 5084
GTACATGGCCTCGAACACCT59.997 20 1910 1177 3086
TGTATGTTTTGAAACTTCTGGAGC59.708 24 2058 1934 3991
CGTAGTCATCCTGTGTTGGC59.165 20 2249 3279 5527
GCCAAGCTGACCATTTTGAT60.081 20 848 596 1443
AAAACCAGGCCTCAAAATCA59.546 20 5965 4474 10438
AGCTTGAAGATCTTGTGCAGC59.778 21 163 1350 1512
CGACCTTCTCCAGCACGTA59.992 19 627 2256 2882



CGACCTTCTCCAGCACGTA59.992 19 629 784 1412
CGACCTTCTCCAGCACGTA59.992 19 629 784 1412
CGACCTTCTCCAGCACGTA59.992 19 629 784 1412
CGACCTTCTCCAGCACGTA59.992 19 629 784 1412
CGACCTTCTCCAGCACGTA59.992 19 631 784 1414
CCATTCCTGGAGCGTAAGAG59.83 20 884 811 1694
CCTAGCATGCAGTGCTTCTCT59.795 21 612 1521 2132
CTGCAGGAACGATTCCATCT60.218 20 2476 148 2623
TCGGTCATTTTCTGTCCTCTG60.239 21 2037 296 2332
CTGAATTTGGGGTGTCTGCT60.111 20 507 367 873
GGAATTGCTTCTCCAAATCG59.645 20 149 917 1065
TACGTAAGCATCCATCTGCG59.856 20 459 3825 4283
GATTGCATCAGGAACAGCAA59.805 20 767 40 806
GGAAGGCTGTTACCCATAGC58.672 20 1746 93 1838
CATGGAAGGGTGGTGGTG60.812 18 5278 472 5749
AGGTACCTGTCCATGCCG59.499 18 401 5960 6360
GCATGGCTCTTCTCTCCATC59.917 20 753 1432 2184
TATGAACCCCCTAGCCTCAA59.523 20 1618 467 2084
GCGAGCTCAGTATCAGTCCC59.981 20 1042 77 1118
GCCTTCACTCTATCATCGGAA59.283 21 506 4317 4822
AGGTGGCATACCTTGGACTG59.989 20 168 77 244
TTCTTCGTAACAAGGTCCAGTATG59.597 24 704 178 881
CCTCTTCTGAAACACCCTGC59.844 20 2413 290 2702
CCCTTGAACCTGTGGCTCT60.245 19 192 126 317
AGATCATGCCAACTCCAACA59.09 20 327 2445 2771
CTTCATGTCCTGCCATTGTG60.112 20 3722 2777 6498
TTTTGCTCCTTGAAAAGCTGA60.117 21 265 2677 2941
GCCGAGTTCTCTCATCCTTG59.95 20 507 642 1148
GTGCAACAACAGCCTTTTCA59.888 20 900 3684 4583
GAGAAGCAAGCACGATTTCC59.962 20 1966 157 2122
GATGAACCCTTCATTGTGGC60.326 20 868 541 1408
GCAGCAAGTGTTTGTCCTCC60.844 20 238 1256 1493
TCTGGATTGCCTCGTTTTTC60.192 20 750 87 836
GTGAGGACGACGGTCACAG60.311 19 236 348 583
CACGGCGAGGTAGTACTGGT60.193 20 394 698 1091
GTGACTCCTCTTCTGGTGCC59.841 20 794 1325 2118
TTTAAAGGTAGATCCGCAAGAGA59.424 23 1351 1274 2624
GACCTCAATCTTTCCACCGA60.05 20 1574 499 2072
AAGGGACCAACCCAGAAGAT59.795 20 553 2214 2766
GGGTGATGAAGCTGTCCCT60.064 19 5165 2698 7862
TTCAGTTGATGTGCTTTGGG59.691 20 1118 1298 2415
AATCACCATTGCCTTTGAGG59.933 20 429 911 1339
ATTCCTCAGGCTCACTCACG60.408 20 2350 4290 6639
GACGGCTTGATTCCTTCAAT59.129 20 1107 196 1302
GGCTGTGAATCCCAACAAAA60.874 20 584 1445 2028
GTCAAAGGGACATGCTGGTT59.973 20 211 3011 3221
GCACTTGCCGAGTATTGGTT60.14 20 1269 1215 2483



CCACTTCACTTGTGCCCTCT60.298 20 1008 2439 3446
GTGGTGAGTTATCCGATGCC60.348 20 389 4639 5027
CCTGCTGCTGCTTCTTCTTC60.419 20 1370 643 2012
CTCACCCTTGACTGCAGATTC59.859 21 199 677 875
TTAAGATTCGGCAGGTTTGG60.067 20 173 742 914
GGCACATCTTTTTGCCTCAG60.776 20 503 894 1396
ACGTCCATGAACGGATGAAC60.79 20 287 430 716
TACTCGTCCTTCCCCATCAG60.065 20 1512 1318 2829
GCCTGCATTTTCTCGATCTT59.415 20 390 1834 2223
TGCTTGGCGAATATCTCCTC60.318 20 217 11368 11584
ACACACCCTTGCTTGTCTCC60.159 20 476 455 930
AGTACCTGAAGGGTCCGTTG59.062 20 163 2960 3122
CAGATGGCTTGTAAATCCCAA59.946 21 1488 874 2361
AGCTCAGATGTCCGTTTTGC60.406 20 615 1562 2176
TGTTCTGCTTTCCCCAGATT59.67 20 2289 430 2718
TCAGTTTCAACTCCACCTTTGA59.751 22 510 593 1102
GCCGATGTACTGAGATGCAG59.425 20 6274 162 6435
TGGAATCGATTTATCGTCGG60.797 20 785 277 1061
TCGAATCATTCAATGTACATAACC57.957 24 787 1274 2060
GTGAGCTCAGGGTTCACAGC61.021 20 656 3977 4632
ATGGGAATGCTCACCCATAA60.155 20 1728 4576 6303
TGTGAAGCCTCGACATTCTTT59.867 21 945 1588 2532
TTGCTCGACATTCAAGCTGT59.596 20 210 1174 1383
AACCTTTAGATGCTGCTCGG59.476 20 162 458 619
TGCAACTCTTGCCACATCTC59.992 20 1068 1694 2761
TAGCTTCCTCATGACATCCG58.824 20 628 1145 1772
ATCGAGTAGTCCGGGAACG60.081 19 1054 1081 2134
GCAATAGTTTGTGGGCCTTT59.091 20 695 6676 7370
TCCTCCAATGCTGAATGAAA59.2 20 451 7702 8152
CTCTCACGGATGGTCTGACA59.82 20 889 2694 3582
GATTTTCACGGTCAATTGGG60.17 20 1075 1287 2361
TGCAAGGAATCAACACAACA58.675 20 208 1895 2102
GGCCCAATTTCCAAAGGTAG60.664 20 480 223 702
CCTCAGGGCAAAGGTTAGTG59.728 20 905 818 1722
CAAGCTTCTTCAAATTCGGC59.96 20 182 2912 3093
TTCCTTGGGTCTCTTCATCG60.187 20 246 3137 3382
GACGGTAACCGCGATATGTT59.851 20 532 3829 4360
GCAACAGTCAGGCAACTGAA60.032 20 755 1914 2668
AGGTCAATGGAGTCACCAGG59.962 20 2912 3144 6055
ACTCGTTTCAAAGCCGTGTT59.78 20 513 1505 2017
AAATCCCTGAGCCTCTGGTT60.074 20 656 1309 1964
GTGATCTCCAGCCAGCACAC61.893 20 756 690 1445
GCACGTTTTGGTAGCTCCTC59.882 20 1001 1616 2616
CGGTTTTGCTCATTGTTTCA59.706 20 505 1024 1528
ACCTTTATTGGTCCAAGCGA59.569 20 908 1241 2148
CAGTCTGGGACCATCATCCT59.92 20 1269 356 1624
TAATGTACGCCACCACTCCC60.776 20 382 193 574



GAACCTTGAGCTTTCACAGGA59.463 21 751 1513 2263
ATACAGCCCGTATCGAGTGG59.978 20 138 3174 3311
TTCACAGCATGCTCTTGTCA59.113 20 553 1916 2468
TCATGAGAAGGAAGGTTGCC60.195 20 2848 584 3431
TGAGAGGCTCGAGAAGTTGA58.827 20 880 239 1118
TTTGCAGGTTTATGCATTGG59.562 20 249 3762 4010
AAATTGCTTATCATCCCGCA60.424 20 2257 1336 3592
GCATCGAAAACTGCCTTGAT60.221 20 613 3714 4326
CGGAGATGCCCAGGTAAGTA60.088 20 876 3327 4202
CCATCCGCAATAGCTACGTC60.626 20 642 603 1244
CGTAAACATGTCCACAGGGA59.415 20 373 135 507
CATTTGTGTTTTCAGCCCCT59.971 20 201 713 913
GCCGCGGAGTATCTGATAGAG61.243 21 1358 1662 3019
GTACACAAGGTCAATGCCCC60.24 20 1495 149 1643
TATCGGTGAGTGGAATGGTG59.369 20 1013 21 1033
ACTCAACCATTTGCATTCCC59.797 20 167 6141 6307
GTAGTACGCCTCCAAGGCTG59.898 20 206 1946 2151
CCTTTGCTCTTCTCCAACCA60.366 20 550 759 1308
CATCGCCTCGAACACCAG61.434 18 554 2456 3009
TCACATTCCAAGATGCAACC59.502 20 1484 886 2369
TACCTGGCTACGTGAGAGGC60.419 20 1758 2141 3898
TCATCCTCAGGTTGGCAAGT60.656 20 884 2258 3141
TAGATGCCACAATAGCAGCG59.999 20 2614 359 2972
AGTCGGGGTGGTCTTCTTTC60.489 20 172 4145 4316
GGGATGTTGACAATTTGCCT59.797 20 975 1775 2749
TCTCGTAGGAAGTTGCGCTT60.154 20 396 1255 1650
GCTCGAAGTAGTTCAACCCG59.875 20 267 609 875
GTTCGGAGGAATGTGAAGGA60.05 20 834 286 1119
GATCAGACCTGTCCCAAACC59.359 20 217 3459 3675
GTCTTCCTCCTCGAGTTCGT58.467 20 764 1501 2264
TCACGGTGCAATCATGAAAT59.931 20 4852 2036 6887
GTACTTGGGAGTGGTGGCAT59.851 20 785 403 1187
GTACTTGGGAGTGGTGGCAT59.851 20 678 403 1080
GTACTTGGGAGTGGTGGCAT59.851 20 692 403 1094
GTACTTGGGAGTGGTGGCAT59.851 20 670 409 1078
GCTATCCTCGTCGAACTTGC59.985 20 2988 429 3416
CTGACATTTGGCTGCTTGAG59.591 20 620 7333 7952
GCTCGCCAAACAAGTTCTGT60.44 20 576 1783 2358
CCCCCATCATGTGGTACTTC60.05 20 6902 395 7296
ACCAGTTCTCCAAGCTGCAA60.975 20 182 7681 7862
TTGGCTTCTCCTTCGTCAGT59.989 20 724 1370 2093
CTCGACTCCTTGTCGGTGAC60.861 20 1179 1888 3066
CCATCCCATTTGCTATCACC60.155 20 3063 342 3404
CTTCCCGTAGGCATCCATC60.432 19 163 141 303
AAGTTCACTCCCCAGGCATT60.883 20 1034 1848 2881
ATTCCATCCCTTTGAACCCT59.629 20 488 274 761
CGAACTCGGCGTACTTCTTC60.015 20 238 777 1014



TAGACCGAGGAGTCTGGAGC59.555 20 829 1749 2577
TCGGGGATTAACCAAACAAA60.16 20 359 269 627
TGTTGTTCCTTCACCCTTCC59.943 20 1423 1261 2683
GGTTCCTCCTGCAGTCAGTG60.861 20 1052 1158 2209
TCCCTGTGAGGGATATCTGG59.879 20 3925 2577 6501
TTTCTACAAAGCCAAACCGC60.244 20 719 3119 3837
CATGCAAAAGAAATTGGGGT59.801 20 1823 6042 7864
CTCCAATTGACCATGCTGC60.217 19 785 945 1729
CGCATTAATATCTCCAATCCC58.413 21 764 5558 6321
CACCTTGCTCTTTGAGCCAT60.397 20 1081 1278 2358
CTGCGACTGCGATAGACTGA60.31 20 896 1313 2208
TCGAGCAGATTGAGATGCAG60.249 20 930 1397 2326
GGTGCTCTCTCAACCCTAGC59.043 20 228 509 736
AGTGCTGGTGAGGTGAACAA59.31 20 425 1519 1943
GGATATACCTCCGGCAGTGA59.917 20 918 5586 6503
GTTCGGTGGAAATACCTTCG59.429 20 964 357 1320
TGGTCGAATACTCTTTGCCAG60.256 21 2464 3755 6218
GAGGTAACCGTTGCAAGCC60.651 19 2091 1480 3570
CCTTGATGCAGCCTTGACTA59.024 20 575 665 1239
AGGTGGGGGTGCAGGTTT62.725 18 1457 546 2002
GCACTCTTGTCAACCCCAAG60.69 20 408 31 438
CCGCTTCAAGTCATCAGACA59.984 20 243 8699 8941
AGTAGGCGAACGCCAGTG60.008 18 169 402 570
TATCTCGTGCGAGGTTCTGA59.547 20 356 3664 4019
GTACGCGTTGCCTTCCTC59.399 18 3603 583 4185
TGCCCTCTTTGGGATGATAG60.029 20 598 431 1028
TTGCCATGTCAACAGTTTCA58.675 20 482 4046 4527
CTTCCATCTCAGCATGCCTT60.362 20 473 435 907
CAGTTCCTGTCTGATGAAACC57.211 21 744 964 1707
GAGCCGAGTAGAAACCTCCA59.43 20 1078 825 1902
GATGCCAATGTAAAGGGAGC59.533 20 860 1426 2285
ATGTTCCTGATGCAAGGTCC59.934 20 1164 2154 3317
TTGACATTAGGGAACGCACC60.894 20 559 285 843
GTGCAGCCTGCTCTTTGATA59.178 20 1101 227 1327
GCGAAATCACCAGGATTCAT59.9 20 1062 4703 5764
CACCAGCCAACATTGAGG58.558 18 1737 428 2164
TTTGGAAGCTTCTTTTGGGA59.795 20 701 9713 10413
CCCCACATCATTCTGTACATTG60.11 22 372 12939 13310
TGGACTTCTCGCCACTTCTC60.533 20 2474 4180 6653
CGGATCCTTCGACCCTCT60.152 18 942 9 950
GCGGAATCTTGATATGGTGG60.296 20 1263 615 1877
CCTCCAATCTCCCCCATTAT59.974 20 1828 618 2445
CCTGACATCTTCAATGGCAA59.648 20 2009 1079 3087
TAGATCACCACGTCGCACAT60.144 20 1055 2001 3055
TTCTTCATCATCTCCGCCAT60.57 20 3912 1657 5568
CTTTGACTGCTTCCTCTGCAT59.63 21 1360 1272 2631
CAAATAGAACCTTGACGGACC58.566 21 398 1585 1982



ACAGATTGAGGGTCGTCAGG60.112 20 2103 4192 6294
CCAGAATTTTCATCTGGTGCT59.184 21 555 1711 2265
TCAAGAAAGGCGAAGAACAA58.623 20 1302 4315 5616
CCAAGTTCTAGCATGGCTCC59.836 20 553 310 862
TCTCGGCCATATTAAGCTCC59.277 20 883 596 1478
TCATGCACATCGAAGAATGC60.79 20 1524 2813 4336
CCCTTTGCACATGCTTACAG59.342 20 1282 3113 4394
GATGTGCTCCAATAATCCGC60.444 20 872 1676 2547
TGCACGTTACACAAGCATCA59.902 20 1241 5637 6877
GCATCAATGCGATCAATGAG60.19 20 3700 623 4322
AGTACCTGAAGGGTCCGTTG59.062 20 158 2499 2656
TCGTTGGTGTTGATGTCCTC59.525 20 756 668 1423
CGGCTCTTCTGGTAGTCGTT59.496 20 523 866 1388
GCGTTTCTGGACTTAGGACG59.875 20 179 4840 5018
GCAATCCCAAAACTTCCAAA59.916 20 1927 3965 5891
CTTAGAGTATTCGGCTGCGG59.996 20 692 1252 1943
TCCACGATCCACACATTCTC59.478 20 483 929 1411
TTTGAGGATCTCCACCTTGG60.042 20 952 52 1003
GAGGGGAGGGGGCTATTTAT60.473 20 840 3916 4755
GTAGACCGGCCACCTTGAG60.662 19 755 1179 1933
CTTCGCCCCCATAATCACTA59.916 20 361 3241 3601
TCCCTTTCATAAGGGCAGC60.163 19 1061 1189 2249
CAAGTAAACCAATAATCTCCGCA60.361 23 477 610 1086
TTCGTCGTCAGTCTTTGGTG59.873 20 1350 1531 2880
TCAACGTAGCCCATCCTTCT59.694 20 1303 1170 2472
GTTGATCTTGCCAGTGCAGA59.992 20 1298 2568 3865
CGCACTTTGTTTGCCTCAC60.443 19 123 2830 2952
CACCCTGAAGTTCTTTCCCC60.852 20 883 305 1187
AAATATGACCATCCTCCCCC59.843 20 631 165 795
CTGTACACCATCAGCCCATCT60.005 21 624 1993 2616
GGTTTCTTGCAAATTGGAGC59.691 20 159 99 257
GCAATTGCTCCCATGAGTAAA60.089 21 600 730 1329
ACCGGGATCAGGAGAAAGAG60.586 20 1096 84 1179
GGACGACTTTGTTCCCACAT59.827 20 1309 153 1461
GAACGCAGATATAGGATGGAGC60.089 22 2394 1565 3958
CTAACTCGGAGCGGTTGAAG60.008 20 515 2704 3218
TTTTATTGTCATCGGAGCCC59.901 20 1033 92 1124
CCAAAGCAAATGCCAAAATC60.436 20 144 2351 2494
TGGAACATGCATCAGAGACAA60.256 21 607 320 926
TGAATCCTCATGGAACAGCA60.201 20 144 2389 2532
GCTTCCCAGTCCCCAAGTA60.058 19 1174 4694 5867
AACTTCTTCCCGTCTGACCA59.697 20 918 1751 2668
TCCAAAGGCTCTATGTCTTGG59.322 21 1582 335 1916
GGCTTGAGTTGCCTCTTCAC59.997 20 434 1404 1837
GGATGAGAAACTTTCCTCCAAAT59.839 23 979 1765 2743
CTCCAAATTCGCAAGGGAG60.719 19 626 889 1514
ACCAGCTAGACGCAAGCATT60.044 20 1927 5574 7500



CGCATGCTGAAGAAGTACCA60.011 20 724 218 941
TGTAACCATAATACTCAGTTGTGTCA57.783 26 985 2529 3513
ATGCACCGGATCTGCTTCT60.785 19 941 2439 3379
ACTTCACCTCCATGCACCTC60.12 20 643 1447 2089
TCTGAACCTGTTCTGATGTCG58.867 21 1040 4096 5135
GTTAGAAGCTGGCGGAGGAG61.407 20 2448 5707 8154
AGGATGACGTCACGACCCT60.543 19 2095 5456 7550
GACATGTGGAGGCGAAGATT60.081 20 776 824 1599
ATATCTGTTCCTCATCGCGG60.059 20 2690 5671 8360
AGTACCTGAAGGGTCCGTTG59.062 20 158 9713 9870
GACAGAGACGTTCACCGGA59.811 19 848 716 1563
GCATGCTATTGCTTGGAACA59.839 20 3796 432 4227
GCGTATGTCAATAGCTGGCA59.862 20 1337 679 2015
GATTTCTCCGGTCAGAGACG59.803 20 1014 213 1226
TAGTGCACGCCGTCAATAAA60.273 20 941 623 1563
TTTTGTTGTCATTTGATAGATTTGA57.824 25 354 1867 2220
TCCTCAAATGCTTTTCCACC60.051 20 1349 4271 5619
GGCATCTGCAGGATCAAGTT60.226 20 1367 5600 6966
TTGCAGCAAGTTGTATTGGC59.879 20 536 2875 3410
CCAGCAATTTTAAATGTGTCCA59.868 22 1362 3436 4797
GTCGCAACTCTGGATGTGAA59.837 20 905 7286 8190
GCCTCCACCTTCGTCTTGTA60.255 20 753 440 1192
GATGTCCCAGCCCTTCTTC59.602 19 2453 474 2926
GAGCCCCTCGTGGTACTTCT60.649 20 2507 250 2756
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGGCTGTGGAGCTGTGTTCT60.057 20 2177 305 2481
CCGGATAGCAGTCTTGGTGT60.134 20 3368 690 4057
ATGCTTCCTGCTCGGACTT59.965 19 766 219 984
TGCGATCCTCTTTTACTCCAG59.462 21 2298 533 2830
TGGCCTTCCTCAAGAAGTGT59.844 20 523 4191 4713
GTCCTCTTGCACTTTCCGAG59.989 20 827 4644 5470
GCTCTGACGCGATGCTCT60.422 18 1670 1390 3059
TCCCCTAGAGGAGCATTGAA59.767 20 5630 646 6275
TTCTCCTGGCAGTTCTCCAT59.803 20 452 7254 7705
ACTTGACTTGCCACGGAAAT59.598 20 1964 6551 8514
AGTACCTGAAGGGTCCGTTG59.062 20 158 1377 1534
CTTCTCCTTCACCTCCGACC61.16 20 914 520 1433
CCTTAGCGACCACATCCTTC59.694 20 569 345 913
AGGTGCTTATCTGCATCGCT60.007 20 1851 3861 5711
TAGCCTCCCTGGATGCAC59.743 18 303 164 466
ACCCTTGCAGCTTCCTCTTT60.382 20 841 9946 10786
TGTCAGGCTGGTTCCTCTCT59.986 20 1060 1185 2244
AGTCCTTTGCTTCAACTGGC59.478 20 1742 420 2161
CCTTCTCGAAGGCTTCCC59.879 18 2020 431 2450
TGAACAAATTCCAAACAAATGG59.715 22 1005 30 1034
GAGGACCGAGACCTGTTGAC59.688 20 1287 836 2122
TTTTTGAAAAGATCACGACGAA59.736 22 981 27 1007



TCCACACGTTCTCCTTCCTT59.697 20 656 2424 3079
TGCACAAACATCATGAGTCG59.248 20 442 4290 4731
CCAATTGGTCCTCCATAAGC59.387 20 1437 326 1762
ATCCCGTGCCTTCACAATTA60.331 20 3808 1074 4881
ATCATGCCCATCTTCCTGTC59.893 20 953 973 1925
TATGCTGATGCAGCCTTGAA60.51 20 796 3876 4671
CACCCTGTATCCTGGTTCTCC60.751 21 1770 4633 6402
TCAAGTTGCTGCCCCTTAGT59.875 20 1226 1007 2232
TTTGGTGCGGGAATAAAATC59.773 20 635 3288 3922
GCAGCTCCTCCTCCTTGTAA59.574 20 457 3570 4026
CGTATGGCCATGGAAATGTT60.585 20 1672 1506 3177
TGCGATGTTGAGCTCCTCTA59.697 20 441 815 1255
TCGGGCTTCTTCTTCTTCTTC60.082 21 746 63 808
CCTTTGGCTGTTGCTTGACT60.431 20 365 1540 1904
GCGTCTTCTTTGACTCCAGA58.158 20 1194 257 1450
TGATTGCAGTTTGTGCTTCC59.847 20 1437 1506 2942
GCTCCAATTCCTTCTAGGGC60.173 20 393 137 529
AGTACCTGAAGGGTCCGTTG59.062 20 158 2781 2938
CATTAGGACGGTGGAACCC60.18 19 333 657 989
AGCACCTTGAATGGCAGATT59.7 20 1117 2301 3417
TCCAAAAACCCTATCGACAAA59.438 21 199 2049 2247
GCCAAACAGACTAACTCCAACC60.04 22 1695 2956 4650
GGTCGCTATCATCTCCCAAC59.513 20 1297 322 1618
GAAATGAATGGCCAGCGT59.61 18 723 1767 2489
GCTCTCAGCTTCTGCCTTTT58.961 20 875 2673 3547
GGCGTTCCTTGTTTTGCTT60.242 19 1212 408 1619
CTCATCGACGGATGCAGAG60.527 19 193 753 945
AGCCTTAACTTGAGGTTGCAG58.663 21 767 1447 2213
CCAATGGCTGAATTGACTGA59.648 20 1659 164 1822
GACCTCTTGGCAAGGGAAAT60.443 20 221 473 693
TTCTTTCATCATAGCAACACCC59.091 22 1294 744 2037
CTCCTTCCGTCCATTTGCTA60.206 20 462 327 788
TTGCTGGATACACTTTGGAGG60.118 21 1719 2326 4044
ACTTTTGCGTTTCTTCCCCT60.11 20 193 2827 3019
TAAGCGTGCCAGTTGATTTG59.872 20 1480 2 1481
CCTTCTCCTGATGCAAGACC59.803 20 1731 657 2387
TCTTGAATTCGAGGGACTCTG59.415 21 186 572 757
CTTCGTGCCCAGGGACTC61.819 18 1832 1421 3252
CACGTACAGGCTCTTCGACA60.049 20 794 643 1436
CATGTCCTCGTACAGCTCCA59.855 20 859 432 1290
TAGCTTGTATTGGCATCCCG60.98 20 909 90 998
TCCATATCCATCATCAGCGA59.993 20 4551 1729 6279
TGTGCCATCAATAGCTCCAA60.22 20 159 387 545
TCTTCATGCTGCTTGTCACC59.992 20 232 152 383
AGTACCTGAAGGGTCCGTTG59.062 20 158 2553 2710
CTCCTGTGCATGCCACTTC60.419 19 838 1422 2259
GCTTCAAGTATCACCGCAAA58.92 20 955 5109 6063



GAAGAGAATGGGCGAAACAC59.676 20 633 21 653
CAACGATTTGGTCCACCTCT59.966 20 1598 3797 5394
TCTGTTGCAAAGCACTACCG60.05 20 1045 1934 2978
GAGTATCCTGCTGGAATCGG59.653 20 357 1233 1589
AGTACCTGAAGGGTCCGTTG59.062 20 158 2795 2952
GGTGCAAGGAGGAAGATGAA60.195 20 396 7679 8074
AACCCCTACGGCTATCTGGT59.848 20 244 1559 1802
TTCTGGCCAATCTTCACTCC60.195 20 407 988 1394
CGGTAGTAAAAGATCCGATGG58.592 21 565 10008 10572
CCCTCGTAAGGCTTCGAATA59.315 20 1529 2138 3666
CCATAAAAACACCCACCAGC60.227 20 3063 1186 4248
ATGCTCCGTGATGCAACTTT60.667 20 740 5 744
AAGAGAATCCAGGAGCTGGG60.725 20 1383 280 1662
ATAATTCCCAGCAATGACGC59.929 20 573 695 1267
ATCAATGTACGCGACCATCA59.955 20 713 16603 17315
GTTGGTCTTTTCGGCTTCAA60.227 20 318 3125 3442
GCTGCCGACTAGTTTCTTCG60.154 20 938 2 939
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGTACCTGAAGGGTCCGTTG59.062 20 158 7320 7477
TCTGATCTTTAGTAAGGCATATAGCA57.916 26 285 2206 2490
CACTCTTGGAACCAAAGGAAA59.201 21 500 69 568
AGTCGAACTCTATGTGGTGGG59.076 21 757 535 1291
GTGGACTCAACCTCGCTTTG60.833 20 162 915 1076
ACTTGTGGGAGGTTTGCTTG60.149 20 1643 2127 3769
CGTCTTCAAAATTGCTTCCC59.685 20 1994 2790 4783
GACCTCCTCCTCTCCCCTT59.604 19 632 4645 5276
AGTACCTGAAGGGTCCGTTG59.062 20 274 1264 1537
GGTTTCCCATGATCCATTCA60.526 20 907 5268 6174
CCCAATTTCTGCAGTCACCT60.111 20 1189 1298 2486
AGTACCTGAAGGGTCCGTTG59.062 20 158 9856 10013
GCAAACCGACAAAGATGGAC60.504 20 220 45 264
GGTGGAAAAACAGATTTAGCC57.734 21 214 4030 4243
TGATGGGCTAAATGGCTAAA58.253 20 2964 2776 5739
GGAAATGAAGGCATTGCTGT60.081 20 2591 309 2899
TCATGATTTCATCATTGGGG59.127 20 218 1524 1741
CCGGCTGTACAGATCTATCTCC60.117 22 288 22 309
TCTAGCATTTGCTCAACCAGAA60.018 22 1222 2623 3844
AAGGAGTTGAGGGAGGGAAA60.045 20 1048 3514 4561
GCGGCTCTTTCATGTCTCTC60.104 20 669 2212 2880
GAGAGGGTCGGTCAAATCAA60.05 20 387 381 767
GCGGCTCTTTCATGTCTCTC60.104 20 670 2226 2895
CCATTCCTGGAGCGTAAGAG59.83 20 893 133 1025
CATGCCACCTCCAGGAGTAT59.95 20 613 761 1373
TGCACTCTTCGAAAACTTGG59.047 20 249 215 463
CTGGAAGTTGGCGATGAAGT60.255 20 256 1262 1517
CATATCAAGCCCCCAAACTG60.323 20 646 3379 4024
CCTTCTCCGATGCCATTAAA60.031 20 1045 198 1242



TCCTGTCATCGACTTGACCA60.246 20 2082 2071 4152
TCTGCTTGAGATGCACCACT59.577 20 2723 5238 7960
CCCATCACTACAGTGCCCAT60.801 20 519 9790 10308
ATGAGATGTCAGGCCTCGTT59.685 20 259 1236 1494
GCTTTGATCTTGCTTGCCTT59.597 20 1325 115 1439
CATTTGCAAGCACCTTCTGA59.988 20 6645 1072 7716
TGTCTTGCCTGATCCACTAGG60.262 21 2192 6925 9116
CAATATATGCCACAGCTCGG59.161 20 1627 13019 14645
ACCAACACAAGTGGGAGAGG60.002 20 1055 2210 3264
CCAGGAATTTGCTGACCATT59.933 20 1332 1954 3285
AAAGCTTGAAGGGCACAAAA59.861 20 642 2087 2728
ACATAGCACACTGTGGCTGC59.936 20 1733 4548 6280
TTCAGCACCAATCCCACTG60.671 19 562 109 670
CAGTGACTCCAGCAACCTGA60.022 20 739 2989 3727
CCGACATCGTCATCATCATC59.882 20 339 63 401
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
GCAGCCCCTACACAAAACTC59.74 20 2546 735 3280
TGTTGTTGTTGTTGTTGGGC60.449 20 694 1762 2455
AGTACCTGAAGGGTCCGTTG59.062 20 158 2993 3150
TCAGATTCCACTGATGATGCTC60.226 22 830 23 852
ATGCGCATCATGAATGTCAG60.663 20 215 129 343
CACCTTGTTGGTATCGCTGA59.716 20 198 2971 3168
CGCTTAAGCCAGGCAGTAGA60.669 20 850 2799 3648
AGTTGCCTCTGTGCATCCTC60.418 20 648 8363 9010
TGGTGGTCCAAGGTTTAAGG59.824 20 1054 500 1553
GATTATGCTGGTCAGGCCAT59.923 20 1103 842 1944
TCACACAAGTATCCATGTCCA57.356 21 192 679 870
AGTACCTGAAGGGTCCGTTG59.062 20 158 1344 1501
AGTACCTGAAGGGTCCGTTG59.062 20 158 915 1072
TTCATATCATGTGGGTAAAGCTG59.023 23 1217 33 1249
CGATGCTTCACATAAGCCAA59.833 20 2948 554 3501
GGTGCTAGCAGCCACTTGAT60.428 20 2202 729 2930
AACATTGTTGCAACTCGCTG59.911 20 796 4709 5504
AAGATGGTGGAGAGACGGG60.056 19 1109 310 1418
CTGCTTGCTCACCAGCTACA60.347 20 829 3228 4056
GCTGTGTCTTGAATTTCATTGC59.758 22 340 1396 1735
AGCTGCTTTGCGTGCTTT59.895 18 249 22 270
GCATCTCTGGAATAGGTGGC59.658 20 582 438 1019
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TCTCGTTGCTTCACACCATC59.837 20 1204 4375 5578
TCTTCCACAACCATAGGACCA60.36 21 1305 5559 6863
TGGATCGTATCCCCAACTCT59.361 20 1444 319 1762
GATGGTTTAGACGGTTTCGG59.429 20 1487 27 1513
CATCCTCAGCGTCTCGTACA60.008 20 419 976 1394
TGAAGATGAAGTCGTCGTGG59.831 20 451 750 1200
TTGGAAACAGCATGAACCTG59.691 20 379 2123 2501
GCAATTTGAAGTATAGGAGGGC59.148 22 900 3040 3939



GGTCCAGCCACACTTTCCT60.104 19 474 2219 2692
ACTTCTTGGCAAGGCCTACA59.875 20 779 2276 3054
CTGGAACACCCACCAACATT60.668 20 802 17 818
AATATCTTCAACGCCCTTGC59.186 20 520 1170 1689
TTTGGCTTGGCTTAAAATGG60.068 20 1360 330 1689
CAGTACTGGCTGCTTCCCTC60.012 20 903 90 992
CACCTCTCTGTGGGTTGTTG59.148 20 635 17 651
CTTTTCACAACATCCAAAGCA58.808 21 989 1853 2841
TCAAATGAGCAGAGTGTGCC59.992 20 1865 256 2120
ATGAACAGACATGCGTACCG59.596 20 181 1135 1315
GCCCTGTTGTTCTCCAGGTA60.111 20 717 1259 1975
TGGCTCAACAGTCTGCTGTC60.187 20 1095 460 1554
TGCTTACTGGTTGGGAGGTC60.111 20 3563 114 3676
AGCTGATGATTTGGTTTTCCA59.56 21 237 1940 2176
TAGTCGGCTGGTCTGTTCCT59.867 20 511 6811 7321
GACAAGAACTCTTGGGCAGC59.997 20 789 1628 2416
AAGCGTGGCTACCTCTCTGA60.156 20 597 6139 6735
AATGCTGACACCAACAGCAC59.758 20 701 2433 3133
CCCATTCGATACATGATCCC59.975 20 428 200 627
TTCCACCACTCTACCACCGT60.422 20 811 40 850
CCATCTTTCCGGTCTTTGAA60.044 20 1019 3567 4585
TAAGCGTCAGCCTCCAATTC60.352 20 739 475 1213
CCAGTTGTATGTTGATGAAATCCT59.308 24 212 1698 1909
CCAAACAATCCGTCCCATAC60.051 20 500 2694 3193
CAATAGTCCCACCACCACCT59.697 20 1020 2118 3137
TGTACCGATGGTAGTGGTCG59.44 20 2921 475 3395
TGTCACACCCTGAAGTTCTCC60.143 21 885 65 949
TTCTTCACCTCGTTGTCCGT60.69 20 995 1047 2041
AATTCACAGCCAAACCAAGG59.971 20 376 4412 4787
GTTGGTGTTCGCGGGATT61.891 18 1362 633 1994
CGCCAAACTAGAAGTCAGCC60.015 20 332 2749 3080
AGCTGCTCGAATTGTCGAAT59.985 20 1119 797 1915
TGTGCTCATTTTGTTTTGTCTCA60.694 23 556 4334 4889
GCCATGCCTATTTACCTTTGTT59.42 22 1376 981 2356
GATATTCCAATACCTTCCGGC59.656 21 786 2974 3759
AGACCCTTTGCCTCATTGTT58.646 20 388 1558 1945
TGGAAACAACGTAGTCCATCC59.845 21 844 287 1130
ACTCTGGGTACATGCAAGGG59.989 20 1642 1347 2988
CCCTTGAGAGGAGAGGCTTT59.95 20 399 391 789
ATTTCTGCAACAAATGGCCT59.574 20 1896 1373 3268
CAGCGACACACTGTTCACCT59.94 20 666 3756 4421
TGTTCCTCCCGATAAACTGC60.074 20 708 152 859
CGTATATTCTGTTCTTCCACCG58.652 22 2243 940 3182
CCACGCTTCTTACACTCTGCT59.694 21 515 4811 5325
ATTGCCTCAAGCACTGTCAA59.445 20 497 1826 2322
GCCAGCAGCTTCTTCAGC59.975 18 2127 456 2582
CATCCTTAGCTTTGTCGGAGA59.462 21 875 103 977



AGAACGCACGGTGGTATTGT60.44 20 1528 1352 2879
CTCACCTGAGAAAATGGGTG58.13 20 266 3267 3532
AGCTCCAGCCTGTTCATCTC59.56 20 2137 385 2521
GAACGTTCAGAGTGCCTTGG60.833 20 829 606 1434
GATCAGCTTCTCCGACGAAC59.957 20 190 2721 2910
GATCAGCTTCTCCGACGAAC59.957 20 186 2296 2481
ACCACCATGTGCCTCTTCTT59.579 20 329 1817 2145
GCCGATTTCTTCTTCACAGC59.962 20 174 2056 2229
CGACCACACACATGTCCTTC60.005 20 981 382 1362
CAATGCAAAAGCTGACCTTG59.464 20 242 4348 4589
GACGACGAGCTCCCATCTC60.941 19 1554 1552 3105
TTAACCTCACACGCTCAGCA60.596 20 729 443 1171
AACTTATGCAGCCACCATCC59.962 20 1063 724 1786
GCTTCCTTTGAACAAACCCA60.088 20 695 644 1338
CTTTTGGAGGGATAGGTGCC60.817 20 148 1806 1953
CTGCTGGTATTCATGAGCCA59.823 20 189 2375 2563
CGAAGGTATCTTCATTTTGGC58.707 21 367 980 1346
GGGATCTTGTACTGGACGGA59.927 20 146 873 1018
CAAGGCTTCAACTCCCAAAC59.711 20 818 1864 2681
CCTTCTCACGGTTCTCGTTC59.844 20 481 2904 3384
AACCTGTAAGTGTGCAGGTGG60.081 21 5168 598 5765
ACACCGTGATCCAGTTGCTC61.146 20 961 912 1872
GCCAGTCAACCTGTGGTCTT60.159 20 823 36 858
AGGGCAGCAGGGTCTATTTT60.096 20 696 716 1411
TGTTTTCCCATCAAAATCGG60.671 20 173 4841 5013
ATTAGCACCAGGATCGCAAA60.606 20 1543 1303 2845
GAAGAACTCCTTTTCTGCTCCA59.998 22 2489 301 2789
CCACCACGTCCCAAGTAATC60.232 20 253 329 581
TTGTGACAGGTCCAATGGAAT60.225 21 514 5814 6327
TTCTGTGGGGCATCTGAAG59.771 19 881 1642 2522
ACCAAAGCAAAATGTCCGAG60.11 20 1895 4285 6179
CCATGTACGGGCTCAGGTAG60.529 20 770 299 1068
CTTCTCCGTGTGCGGGTT62.255 18 3283 358 3640
CAGTGAGACGTGCCGATAGA60.008 20 657 820 1476
AGGGGATATGATGTGCTTGC59.923 20 1672 69 1740
AAAGGGCGTGATGAATGAAG60.074 20 159 3249 3407
TGTTGTAATTGCGAAGCACG60.838 20 276 432 707
GGGAATCGCTGCATTAAGTC59.674 20 443 3160 3602
CATAATGCACCAAATGTCCAG58.906 21 609 400 1008
GGTCATCCTGAGAGAAGCTGA59.545 21 441 4425 4865
GAGCAAGTCCATCCGGTCT60.215 19 765 2538 3302
ATACTCTCCGGAGGCATCAA59.653 20 547 991 1537
GAGCGGTAGGTTTAGAATGTGG60.021 22 820 1573 2392
CCCAAGAATGATCCATGCAG61.41 20 1041 1009 2049
TCCCATCAGGTGGTTGATTT60.173 20 1029 2461 3489
GTACTCGCACAGGACATTCG59.318 20 524 6488 7011
AGGCACATGATATCGACCGT60.37 20 294 698 991



AGGCACATGATATCGACCGT60.37 20 294 698 991
GCGCTTGTTGTTCAGGTACTC59.935 21 1043 120 1162
ATGTTGGTGAACACATTGCC59.271 20 2365 916 3280
AAGGGATGCCTAGCTCCTTC59.811 20 3045 810 3854
CTGGACGCTCCATTTCTTGT60.255 20 1819 21 1839
GTCATCTTCAGCATCCCCTG60.622 20 844 136 979
TGTCGTTACCAGGTTGCTTG59.758 20 517 2141 2657
CAAGCTTCTTCAAATTCGGC59.96 20 182 2744 2925
GACGGTAACCGCGATATGTT59.851 20 458 3905 4362
GTTCGGAGAGAGGCTGTGC61.121 19 716 5 720
CCATGTTTCTGCTCTTTGGAG59.861 21 599 1840 2438
TGCTTAGGAAAGTGGTATGGC59.238 21 1534 0 1533
AACCCCAAATAATGATACCCAA59.335 22 1181 2021 3201
CAGACGATGAAGAGGAAGCC59.95 20 855 380 1234
GTTCTCCGTGGGGACTCTTC61.032 20 758 1584 2341
GGGTAAGGCCACTCCTCTTC60.074 20 640 4464 5103
AAAAATATGGCGCCAAAGAG59.212 20 883 248 1130
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CGGTTGTGGACTCTAGCCTT59.353 20 3829 445 4273
GCTGCTTGGGCTTTCTCTTT61.006 20 1945 289 2233
AGTACCTGAAGGGTCCGTTG59.062 20 158 11329 11486
ATAGAGTCATGGCCCGAAGA59.653 20 419 4749 5167
ACCTTCCTCAACGGAAACG60.096 19 1510 433 1942
GAGTATCCTGCTGGAATCGG59.653 20 337 2368 2704
AGTACCTGAAGGGTCCGTTG59.062 20 179 916 1094
TACCCGCTGACATTCTTTCC60.074 20 1479 26 1504
CAACCACGTGCATCAACTCT59.751 20 374 2194 2567
TCATTTACTCCCAGCCTCCC61.345 20 228 890 1117
CGAAGGAGAACAGATCGGC60.898 19 108 1446 1553
ATCGGGGTGAGTCCATTGTA60.195 20 371 150 520
ATCCGTTGCAACTAGCACGA61.767 20 348 3119 3466
CTCTCCCGAGAAGGGAGAAC60.328 20 175 233 407
ATCATTCTTGAAGTTCCCCG58.981 20 655 2313 2967
CATTCCCTCTCAGGCTTCTG59.943 20 592 1469 2060
CAGCTTCATCATTGATCTTCG58.463 21 1180 7606 8785
CTCGTCCCAGGTGATGGTAT59.803 20 1531 55 1585
AAAATGCTTCTCCAAATCGG59.158 20 780 555 1334
AGTACAGGTGGCCGATGAGT59.604 20 681 4174 4854
AATGCAACCCATCAAGGAGT59.41 20 1268 8 1275
TTGCTTAACATGGACCACCA59.964 20 160 2342 2501
CGAGCGTACACCGAATTCTC60.796 20 1104 2274 3377
AAGCGAACAGTCCTGCAGTC60.599 20 2204 985 3188
CACATCTGCAGCTGCTTGTC60.778 20 221 309 529
CCTCGCACCCGTAGTAGTTC59.757 20 2529 2766 5294
ACGCTGATAGGCTTGAGGTT58.961 20 2179 348 2526
ACTAGCCCACGACCCTCTTT60.132 20 1843 174 2016



TCGAGAAAAATTTCCTGTATTGG59.507 23 756 6700 7455
GCCTCTGTTGCAAAGCACTA59.224 20 1041 2071 3111
AAGCATTCGAAAGCGATGAG60.49 20 211 1103 1313
GTCGCACCAATTCCGTAGTC60.526 20 659 351 1009
GGGCAAGTAGTTCGCCATTA60.096 20 546 132 677
CGGCTTGCACAAAGACACTA60.05 20 1065 299 1363
TAGAGCAGCATGTTTGCCAG60.157 20 2632 7509 10140
AGCCCTTTGGACTGATTTTG59.17 20 235 10244 10478
CGCCCCAAGTAGTTGTTCAT59.993 20 1017 43 1059
GCCTTCTTCATGGTCTCTGG59.803 20 413 2622 3034
TTTGAGGAAGGTCCATGTGAT59.396 21 1997 1246 3242
GCCAGTGATCAGTTACCCGT59.997 20 812 3186 3997
GATGGGATCTATCACGACGG60.303 20 1562 1194 2755
CCAAACGAAAGGACCAAGAA60.081 20 282 3109 3390
TGTAAGTGATGGACGCAAGG59.716 20 127 2585 2711
ATATTGGTGGAGAGCTCGGA59.653 20 899 3126 4024
GCGGCTCTTTCATGTCTCTC60.104 20 670 2218 2887
CATTTGTTCCAGGCGTATCA59.542 20 525 4561 5085
TCCCCCTCATTAGATTTTTGTG60.177 22 1792 27 1818
TGTCATGAGTCTCCTTTTCCTTC59.743 23 731 2107 2837
CCAGTATAGTGAATTCCATAGCTCA58.791 25 338 3628 3965
TTCAAGTTTCATAAGCTCCCC58.315 21 805 2850 3654
AAGCCCACCAACCATCCT60.326 18 807 33 839
AGGAAATCTGGCACCACAAC59.973 20 816 440 1255
AACAAATCAGGAACCACAACG59.883 21 305 1132 1436
ATCGGGAAGTAGATCGGGAA60.787 20 369 182 550
CCGTCCTATTGCAAGATTCC59.528 20 1008 3813 4820
CATTGGCTAGAAATGCACTGA58.931 21 548 2534 3081
TTGGATCCCGGGAAAATAAT60.329 20 482 279 760
ATGTCCGGTACCTCGGATTT60.578 20 311 1805 2115
GTATACGGCGACAATCATGC59.022 20 2223 4531 6753
CTACAACAATAACGCAGCGG59.392 20 167 120 286
ATGCCATTTTCTCCCCATTT60.511 20 316 369 684
AACCACCAAGGACCAGTGAC59.859 20 2144 1636 3779
CGTCCCACGGTACGATCT59.499 18 711 17 727
CACGCCATCGACCCTACT59.656 18 362 3002 3363
GGGAAGACCATCTTGGTTCC60.693 20 813 1088 1900
ACTTGACCTGGGTTGACAGC60.159 20 472 3175 3646
CGTCTTGCTTGAAATACCGA58.917 20 1710 3367 5076
ATCAGCACCGTCAGATCCTC60.231 20 989 1807 2795
TGCTTATCGCTGTCAGTTGG60.011 20 1218 2246 3463
TTGCCTACCAAGGATGAACA59.123 20 1532 362 1893
GACAAAGGTCACCCTCTTGG59.549 20 786 196 981
GCGCTTCATAGTCATTGCAG59.596 20 1587 536 2122
GCCAGCGTCTCATTTTTCAT60.221 20 1268 1231 2498
AAGATGCCCATTACCACGG60.729 19 1049 2408 3456
AAATCCTCGTCCAGGAATCA59.483 20 1425 3859 5283



AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CAGCACCGACTCGACGTG62.799 18 329 658 986
GATGCAATCACCACACCTCC61.369 20 189 1042 1230
GATCAGGAATAGCACCCTGC59.658 20 184 3912 4095
CAAATTTCCGAGGGAACAGA60.044 20 611 4675 5285
GGGTCCGTCACGTACAGC60.121 18 7954 506 8459
GGCTATGCCAGTGATCAGTTC59.714 21 176 1766 1941
CAACTTCCTGCAAGTCCTCC59.844 20 543 2868 3410
CAGCATGCCGTAGTTCACAC60.333 20 2157 193 2349
CCAAAGCACAAGAGGGACTC59.844 20 269 317 585
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
GTTGCCAACTTTGCCTTAGC59.889 20 181 1452 1632
ATCGCCCCAGTCATGTAGAA60.483 20 425 777 1201
TTGTGCAGTCTCTCAGCTCC59.288 20 1181 4164 5344
AAATCCTCGTCCAGGAATCA59.483 20 655 93 747
AAGTGATCTCCTCAACAGTTTTCA59.323 24 825 3587 4411
CATCAAGGATGCTGTCAACG60.263 20 815 77 891
CCATAATAGCCGTGTTCTTAACAT58.597 24 1425 877 2301
TTGCAATAGCCTTTTTCTTCG59.502 21 3471 818 4288
ATCAACCAAGTAGGCATGGG59.813 20 518 4779 5296
GCCAATAGGGAACTGACAGC59.7 20 575 4062 4636
GAACAGGTTCAGAGCACCGT60.307 20 1097 1113 2209
ATCTCCTTTGCTGTCCATGC60.226 20 2791 5512 8302
AACAAGTGACCTCAGCAGCC60.453 20 911 261 1171
TACAGGCGGAAGCGATAGAT59.829 20 1407 1572 2978
AGCTCTTCCCGGTACGGTTA60.996 20 322 93 414
TTCCATGCTCAATGGATTTG59.474 20 665 1889 2553
ATATAGTTCCGGCATCAGCG60.081 20 1079 94 1172
GTCCCACGTTTTGACGTTTC60.397 20 489 97 585
AACTTGAACTGCTTCTCCGC59.621 20 748 2269 3016
AGTACCTGAAGGGTCCGTTG59.062 20 179 2281 2459
CCTCAAGCAACTCCTCCAAG59.982 20 190 2606 2795
CACCAGATGTGGGTGCTTTA59.566 20 907 1879 2785
AATGAAGGAGCTGCAGTGTG59.037 20 3966 814 4779
TTAGCTGGTTCACCGTTTCC60.11 20 494 263 756
CGGCCAGGAAGTTGTTCTTA60.241 20 542 290 831
TTGACAGCACTGAGAAAGGG59.007 20 669 811 1479
GATGCTGGAACCGAGGTG60.205 18 1068 591 1658
GCGATAGCTCCGAAATTCAA60.31 20 162 4008 4169
GGCTTATCTCCGCCACTTCT60.733 20 2927 200 3126
GACATCGGTTGATCCTCCTG60.475 20 216 481 696
CTTCGCAATAGCTAGCACCC60.003 20 624 8196 8819
CAGTGAATGACAGCATCGAA58.352 20 1581 223 1803
CGCTCATTGGCTGACCTAAG60.924 20 653 2663 3315
TTTGGACCAACCTCAACTTTTT59.886 22 2430 127 2556
CAGAACCTCCTCCATTTCCA60.042 20 1077 2536 3612
TTTTCCACTCCCCTTCAACA60.465 20 716 3621 4336



GCAGCCGATTTCTTCTTCAC59.962 20 250 1921 2170
AAAATGGCAAAAGACCATCG59.938 20 1011 31 1041
CTCCAGAAAACCCATCCTGA60.042 20 1126 504 1629
TGCCAATCCAGATAAAAATGC59.921 21 841 5423 6263
TAACAATTAGCAGCGCCCTT59.875 20 898 327 1224
TAGCAGCCTACCCTCTTCCA59.971 20 1057 303 1359
TCTTGCTTGAAAAGGCTGAAA60.117 21 504 1330 1833
CATCAAATCCTTGGCCTGAT59.894 20 747 621 1367
GGCCTCTGCTTTCTCCTCTT60.096 20 901 1149 2049
TGTCGAATTTGGTCCCTCTT59.526 20 1728 181 1908
CTTCCCTCCGCGATTGTAT60.044 19 1021 356 1376
AGTACCTGAAGGGTCCGTTG59.062 20 179 2700 2878
CCAACTTCTGCTTCTGAGGG59.982 20 1778 892 2669
TCATCCCAGGGACGTTAGTC59.927 20 167 3278 3444
AGTACCTGAAGGGTCCGTTG59.062 20 179 1379 1557
TCGCTTCCAAACCCATTATC59.901 20 1194 1552 2745
AGTTGCAGTTGCAGGTTTGC61.413 20 2548 220 2767
ACCTGGTTACTCCACCATCG59.844 20 865 1 865
CATGGCATCCGTGTGTGTA59.969 19 1017 510 1526
AGTTTGGCTGCTCATTTGGA60.776 20 1949 350 2298
TTGAAAGTTGCAGTGCTTGC60.18 20 379 1785 2163
AAGCATCTCCTTCTCCACGA59.95 20 381 1504 1884
TATGCGCTGTCGATACAACC59.718 20 1036 799 1834
CTCTGTCTCGCCTGAGATCC60.096 20 3602 2008 5609
TGACAGAGTTCGCAAGATCG60.136 20 505 4409 4913
GACCAGCCTTATCATTCCCA59.894 20 555 4989 5543
ATGAACACGAGGCGGTAATC59.962 20 395 1096 1490
TGGTCGGGAAAAAGTTACCA60.336 20 800 928 1727
TCCATGGTCATAATGAACGG59.2 20 391 11878 12268
TCCCTACAGTTGCATGAATCAC60 22 1652 63 1714
TAATAGGCCAGCCGTGTAGG60.11 20 341 94 434
CAGGATTTGACCCAGCACTT60.111 20 673 4093 4765
GGTGTCCGTCGTCAGGTC60.097 18 2482 1041 3522
ATTTCATTTATCGCCTTGCG60.061 20 1456 2403 3858
TACCTACTGGACCAGCCCAC59.989 20 659 1645 2303
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TTTGCCCTCTTGATGACCTC60.195 20 297 4644 4940
CTGCATCTGCTACTGTCCGA60.16 20 1983 1950 3932
CTCAATCACAACTGCCCCTT60.111 20 1517 4119 5635
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGTACCTGAAGGGTCCGTTG59.062 20 158 1883 2040
AGGGTCCCTAGCATAAACGC60.471 20 2044 4110 6153
TAGTGCACGCCGTCAATAAA60.273 20 958 470 1427
AGTACCTGAAGGGTCCGTTG59.062 20 158 7251 7408
TTCTACCTGCTCTGGGCTTG60.529 20 3229 359 3587
GCAGCCGATTTCTTCTTCAC59.962 20 254 1978 2231



GCTTCAATTGGAGAGACAGCA60.532 21 468 2311 2778
CTTTGTCGTCCGCTCGTC60.557 18 380 340 719
GGAGCATGAGGAGGAGACAG59.945 20 184 1629 1812
CTCCTTGACAGGTGCAGACA60.022 20 189 1973 2161
GCTTGATGTCATCTTGCAGAA59.016 21 2557 45 2601
GCAGCCGATTTCTTCTTCAC59.962 20 254 1980 2233
ACGAACACCTTCCCCTTGTT60.776 20 1037 44 1080
ACGAACACCTTCCCCTTGTT60.776 20 409 726 1134
GTTGGGGATAGTGTTGACGG60.232 20 1485 241 1725
TTGGTGTTCTGCCTTCACAC59.726 20 182 2766 2947
TTACACCTTCTTGCCACCAG58.773 20 268 2057 2324
TTCAATGAAAGACCCTGGCT59.67 20 1574 4327 5900
ACCCTGATTGGGATGCTGT60.342 19 2103 12227 14329
ATCACATCCACCACCTTGCT60.395 20 172 225 396
CTTGCAAGGTCAAAACGGAG60.796 20 1998 215 2212
TTGCTGTCAACTGGCAAGAC60.032 20 1046 458 1503
AGCTGCCCTCGTACGTGTAT59.786 20 1321 3524 4844
AGCGACGAGCACGTTTACTT60.081 20 1035 3058 4092
GGGTTCTCACAATTTCTGCC59.532 20 756 960 1715
TCAATGTTAGCACGAGGATCA59.287 21 1256 347 1602
CGGCGGTTATGTCCAGATAG60.481 20 3743 81 3823
CGGACATTGTCTGGAAGGAT59.927 20 354 7200 7553
ATCTTTGGCCTAGGCTCTCC59.811 20 150 1888 2037
GAAAATTGAGCAACTTCGGC59.829 20 614 2609 3222
CTCCACGGTTTCGCTGTTTA61.184 20 223 689 911
GTAACGCCCCGATTTTTGTT61.066 20 565 401 965
AACCCATGCTGTGAGCTCTT59.874 20 340 5264 5603
AGTACCTGAAGGGTCCGTTG59.062 20 179 1991 2169
AGCACGAACAGCTCCAAACT60.058 20 1612 573 2184
CACTGTTCTGGTTCGTGCTC59.467 20 239 2531 2769
GGTGATATCCGGAACGAAGA59.894 20 221 2838 3058
GAACACACCCACGACCTTCT60.009 20 2900 598 3497
GATGCTGTAAGTGCAAGCGA60.165 20 1422 169 1590
TGAGTCTGTTCCCTGCAAAA59.415 20 360 477 836
GGCGAATTCCTTCTTTGCTA59.433 20 407 0 406
AGCCGATTCTAACCTCCCAT59.925 20 329 6218 6546
AACCTCATGTGACGCATGTC59.557 20 2071 1076 3146
CGAATCTTCCGATCAACCTT59.126 20 940 3120 4059
AGTACCTGAAGGGTCCGTTG59.062 20 179 2942 3120
AGACGGCTGGTTGCTTGATA60.796 20 2020 3934 5953
TCTGTTGCAAAGCACTACCG60.05 20 1045 3686 4730
CGTCCTGATAAATTCATCCCA59.77 21 587 885 1471
TTCATATCTTTGGAGTCAACCTCA60.001 24 421 54 474
GAGTATCCTGCTGGAATCGG59.653 20 337 1233 1569
AGGCACATGATATCGACCGT60.37 20 292 1165 1456
TCACAACCGAAAATCGTGAA60.088 20 439 1997 2435
CCATTCGTTGAACCGAGAAT59.933 20 240 2026 2265



GACCTTGTCAAAAATCTTCTCCTC59.657 24 317 2687 3003
AGTACCTGAAGGGTCCGTTG59.062 20 158 2568 2725
ACGATGTAACCACCGTGACC60.7 20 426 3791 4216
ATGAGCTCCATGAACTTGGC60.226 20 2320 32 2351
GCATTCAAAATTGCAGACGG61.535 20 727 2772 3498
CTTGATCAATGAGAGTGGGC58.23 20 155 3989 4143
ATCAGGACGCTCTGCTTGAG60.7 20 1531 357 1887
TGCTCTGTTCTTCCGTTCCT59.989 20 3016 480 3495
GTGATTATGTGCGCCGTC58.595 18 3519 252 3770
CCAACTTTCTTTGACATAATGGAA59.432 24 215 693 907
TACCCCTTGTTGGACTGACC59.82 20 183 834 1016
GTCTTTCTCTCCATTTGCCG59.813 20 387 6039 6425
GGCCATGATCTTCTTCTTGC59.78 20 275 1654 1928
TCAATCAGTGTTGCCACCAA61.129 20 571 408 978
GTCCATCCCATCCCACTTC60.128 19 751 1023 1773
AAGGAGTTGAGGGAGGGAAA60.045 20 707 2451 3157
CCTGGTTGACATGAACCCTT59.82 20 387 2256 2642
ACGACGACCATGACGAGTG60.766 19 2002 507 2508
GGTGCCTCATATTCGCCTC60.585 19 430 1113 1542
AACAAGAACAAGCACACCCC60.012 20 591 887 1477
GTTTAATAGGGAGGGCGAGC60.061 20 2097 1517 3613
TTCATCTGCTTGTGAAGGCA60.539 20 1378 606 1983
TCCATTCCCGACTTTCCATA60.266 20 1569 122 1690
CCAACAGGATGCAGGGTTAT59.813 20 1535 337 1871
TCCCAGCTGAACAATGTCAA60.24 20 4015 1144 5158
AGCCCAAAAGCTCAAAGTCA59.993 20 254 3915 4168
CCCATCTGGCAAACTGAAAT59.933 20 398 47 444
GATCAGAGAAACATCGCCGT60.226 20 1008 3021 4028
ATCTGGCGAGGAGTAGCGTA60 20 406 1928 2333
CCAGCCCAAAAACCAAGTAT58.949 20 180 966 1145
ACCGTCCTTGGCCTTCTT59.655 18 395 160 554
GCAGGAACTGGCTTTGTCAT60.263 20 253 3700 3952
TCCTCCTTCCTCAATTGGTTT59.926 21 2850 5540 8389
TCATGAGAAGCGCTAGCAAA59.856 20 1387 5658 7044
TTGCAATAGAACGTTTTGGAGA59.758 22 436 3731 4166
TTGGAGTCCTTCTCCCTGTG60.229 20 1679 3499 5177
TCCCCCACATGGCGTACT62.361 18 524 1153 1676
CATATAGTGCCACCACGCAT59.449 20 2794 482 3275
ACTTCAGACATTGGTGGCCT59.579 20 231 5759 5989
CTCAGGTTCTCCACCACCAC60.563 20 1129 2774 3902
CTGTCCATCATTTCGGCTCT60.218 20 249 1498 1746
ACCGAAAGCCCTACACCC59.927 18 1109 177 1285
CACCCCAGTGGAACATTGAT60.634 20 676 3149 3824
AAGATGTCCTCCTTGATCGC59.243 20 1026 2392 3417
TGACTCGAAACCCTTGCTCT59.989 20 544 1383 1926
GTCCCTCCAGACCCATCTTG61.85 20 1291 77 1367
GAGCAACACCACGTTGAAGA59.88 20 108 2009 2116



CTGGAGGAGAGTTCGTAGGG58.889 20 1139 373 1511
GCTGGAAGATGTTGTTCCCT59.141 20 533 4201 4733
CTTGGCGGGAACAACTATGT59.993 20 1453 1711 3163
AGATCCTGAGATCCCGAACC60.421 20 545 1849 2393
CCTCCGGATCTGCATATTGA60.962 20 3477 881 4357
GTGCCATTGCTTCTGATGTG60.272 20 433 3448 3880
AGCAATGCTGGCTCTTCCTA60.118 20 1731 385 2115
CGAGGATGTTTGGTAGAGGC59.694 20 715 1980 2694
TTGGCAAATAAATACTCCCTCC59.356 22 394 2675 3068
AGGGATTAGAAAGGCGCAAT60.061 20 733 3061 3793
GCAGGAACCTCTTGGCAAAC62.088 20 215 4594 4808
TGGAGTTCGTGTTTGTACCG59.609 20 294 212 505
ACTTACGTCGACGCATCTCC60.285 20 184 3557 3740
TCAAGAGAAAGAGAGAGTGCGA59.496 22 2511 18 2528
TCACGTTTATCAGCAGACATCC60.14 22 460 4031 4490
TTTTCCATGACTCCTCCTTGA59.656 21 523 983 1505
ATCCACCAGGCTTCAGAAAA59.67 20 236 421 656
ATGACCATCATCACCAGCAA59.925 20 3409 592 4000
TGTCCCGTAAGCGCTACTTT59.904 20 432 5899 6330
GAGGAGTTGCTGTAGAGGCG60.156 20 1573 717 2289
ACTCATCATCCCTTCGCTGT59.685 20 562 52 613
CACCTTCGCCTTCAATTCAT60.074 20 1259 118 1376
GGAGCAGTCCAAGACAAAACA60.284 21 690 3874 4563
ATCAGCAATGTTTGTGGCTG59.722 20 159 9849 10007
ACCACGGTACATGGAAGCTC59.997 20 1106 535 1640
GAAGTTGGTGACGGCGTT59.682 18 1784 1894 3677
GCCTTGTCATGAAAGCTTGG60.776 20 567 3243 3809
GCCTTGTCATGAAAGCTTGG60.776 20 567 3243 3809
CAGAAGAACCAACACATTCAGA57.856 22 4197 984 5180
AATCTTGAAGCGGTGCTGAT59.843 20 207 5690 5896
CCTTCTGTGGAACCTGCTGT60.298 20 272 2286 2557
ACGGTCTTCTCTGGCAAAGT58.943 20 167 3392 3558
CTAGGAAGCCCATCACTTGG59.688 20 1936 1499 3434
TTGCATAGGATTGTTCCTGTTG59.996 22 786 2800 3585
CCTCAGGAGTGAGTTCACCA58.803 20 1168 283 1450
ATTAAGCCACAGGTGGGCA61.452 19 1689 17 1705
GCATCCCCATTAAAGCCATA59.757 20 328 1301 1628
GCAGCCTTAACCTTAGCAGC59.275 20 961 1135 2095
CCTTAGCATATTCTGCTTGTGC59.059 22 1056 3959 5014
GGGATCAGCTGCTTGACAAT60.226 20 211 45 255
CGATGTCTAGCGCTTTATTGC60.02 21 1355 156 1510
TAATGATGCCCACGAAATCC60.67 20 218 1100 1317
TCGAGGATCAAGCTCCAGAT59.91 20 654 94 747
AAGTTGCCGTTCACCAGC59.837 18 407 81 487
TGGAACTACCCCATGAAAGC59.933 20 1315 2895 4209
GTGGCACAAGTGCTCTGGAT61.292 20 364 2762 3125
TGACCATGGTAGGTTTCTTCAG59.097 22 838 451 1288



GAAGACGTCCGACTTGATCG60.801 20 302 5711 6012
GTTGCTGAAGGAAAGCTTGG59.993 20 496 135 630
TGGCTCTCCGTCTTTCTTGT59.989 20 493 4908 5400
AGATCCTGAGATCCCGAACC60.421 20 545 1849 2393
CCAGGCAGTAGCCGTAACTC59.898 20 418 697 1114
TGAGAAGCGACGCATGTACT59.621 20 123 1285 1407
CCGCTGAAGGCTCTCAATAA60.481 20 1975 446 2420
CCCTTCTTCCTCAGCACAAC59.844 20 1079 1952 3030
GCCAAGTTTCTCTCCTCAGC59.166 20 144 1260 1403
TGCTTTACGAATGGACAGTGA59.332 21 800 417 1216
CCAAATCATCAGCCGACATA59.499 20 184 2128 2311
AGCATGTGGTTTCAGTGCAG59.905 20 1136 712 1847
CCTTGACCACCTCAATCACA59.52 20 295 4198 4492
ATACAAATGTGACCCGCCAA61.149 20 1329 1986 3314
GACACTGCTTTGTCCAGCAA60.032 20 672 3133 3804
TTGAATGCCCTATTCCTTGA58.16 20 1252 139 1390
ATATCTGTTCCTCATCGCGG60.059 20 2860 6732 9591
AGTACCTGAAGGGTCCGTTG59.062 20 158 10944 11101
CAACAGATTCATTGTATTTATGCC57.679 24 248 969 1216
TCCAACGAAACACCAATGAA59.941 20 779 2579 3357
GCGCAAGGTCTCAACCTC59.505 18 764 4543 5306
CTCGGCAGTCTTTAGCATCC59.978 20 270 79 348
GGGTCCTTTGGATCTCTCTG58.664 20 657 311 967
AGTACCTGAAGGGTCCGTTG59.062 20 158 2919 3076
TTGCGATTGAGATACATGCG60.775 20 438 10253 10690
AGTACCTGAAGGGTCCGTTG59.062 20 158 2679 2836
CCTCGAACTTTGTCCTCCAA60.224 20 208 1567 1774
CTCTGCTTCACCTGATTTACCA59.378 22 611 9467 10077
CAGTGTTCTTTACCAGGATTCG58.765 22 304 150 453
AGAAGCGAATCCACGATCAG60.362 20 499 862 1360
GAAGGATTCCTCCTCAAGGG60.008 20 4922 5565 10486
TAACACAATCCGAACCATCG59.395 20 552 482 1033
CGTCTTGCTTGAAATACCGA58.917 20 2626 1936 4561
CTCCGAAACCACAGGATGTC60.51 20 1039 6702 7740
GACTCGTGCTCCATCGATTT60.226 20 846 5 850
GATAGTTCGCCATGGCTTTG60.606 20 489 949 1437
CTAGCATGAACCAATGCCCT60.096 20 1227 3229 4455
CCTACCTACGTTGACACCCG60.423 20 1007 1854 2860
AACCTTCTCGCAGAATTGGT58.792 20 199 6071 6269
TTCTTCTTGGGGGCATACTG60.066 20 4039 616 4654
AGTACCTGAAGGGTCCGTTG59.062 20 158 9761 9918
ACCCTTTGTAGTCCCGGTTC60.225 20 594 11972 12565
CCGCTGGTACCCGTATTTCT61.235 20 3415 184 3598
CGGCTGAATATTCCAACGAT59.923 20 1054 1611 2664
GTTGGATGAACTCGCAAACA59.697 20 2717 9230 11946
CTTCAACCTCCACGAAGAGC59.989 20 653 19 671
ATGAGCTCAAGAATGCCACC60.226 20 1804 136 1939



ACTCATAGGGGATGTCCCTG58.816 20 1469 219 1687
CCTGCATCCACGACTATGTG60.136 20 2203 6126 8328
CCCATCAGAAGTCACGCTATC59.708 21 1039 8807 9845
ACCATGAACACCGCGAAC60.544 18 205 642 846
ACCATGAACACCGCGAAC60.544 18 184 539 722
ACCATGAACACGGCGAAC60.544 18 193 629 821
TCCGGAAGGATCTATGTCTGA59.638 21 167 1116 1282
CAGGGGTCAAAGGTAGCAAA60.103 20 334 3384 3717
TGACAACTTTATCGGAAGCG58.917 20 617 405 1021
TATCTCTCCCCAGCCTTTCC60.537 20 376 2875 3250
CTTCGAGCCCACAATCTCTC59.95 20 2164 400 2563
CTGTCACCTCCACCTTGGAT59.962 20 1584 2035 3618
AACAAACCAGTCAACTCGCC60.156 20 654 1386 2039
GTCATTGGTCAGCCTGGTCT60.12 20 1581 46 1626
TTTTTCTCCATCCCAGGTCA60.43 20 1202 5199 6400
CAAATGCAATCAAGCGAAAA59.819 20 1182 32 1213
CAGTACTGGCTGCTTCCCTC60.012 20 1225 265 1489
TACCTGAAGGGTCTGTTGGG59.959 20 177 2805 2981
TTTACCGGGAGATGGAGATG59.887 20 450 722 1171
TTCCGGTTTCAAAAAGGTCA60.452 20 992 1659 2650
TACCTGAAGGGTCTGTTGGG59.959 20 156 1380 1535
CCATCCTGAATTCCCTATCC58.254 20 503 721 1223
ACCCGTCAAACTGAGCAATC60.119 20 429 145 573
AGTACCTGAAGGGTCCGTTG59.062 20 158 2303 2460
AGAACTGCCTCTTTTGCCAC59.478 20 1141 108 1248
GAGATGGCCTCCAGGTCG61.795 18 258 249 506
TCACACCAAACCTGATTCTTT57.16 21 1007 141 1147
CACGTTGAACTCAGCTACGC59.664 20 258 1438 1695
ACGAGATCTCCGGTGATTGA60.622 20 1822 1000 2821
ATCCCGTAGTGGTACGACCC61.019 20 409 4954 5362
ATATCTGTTCCTCATCGCGG60.059 20 2431 1784 4214
CGGCCTGCAGTGGTAAGTA59.873 19 173 5567 5739
AAATTCCATCTGCAAGGAGG59.126 20 1160 1285 2444
GTCAAAGGTGAGCCTCTTCG59.989 20 221 471 691
GTCAAAGGTGAGCCTCTTCG59.989 20 199 456 654
GTCAAAGGTGAGCCTCTTCG59.989 20 199 2163 2361
GAACTCGGATCCAGTAGGCA60.218 20 642 2072 2713
AGTACCTGAAGGGTCCGTTG59.062 20 158 2594 2751
CATCAGTGCTAAATGCAGCC59.449 20 3403 416 3818
ATCACCGCAAATACTCTCCC59.009 20 452 122 573
ACGGTGATCGACTTGAGCTT59.874 20 1424 3282 4705
GCACTGGAATCACACACCAC60.013 20 293 2346 2638
GATCGCCACGATCCACAG61.264 18 3125 883 4007
GCTATCTCAAGCCCATCAGG59.797 20 223 4305 4527
GCTGTGCCACTTTTATTTTTCTTT60.065 24 1318 742 2059
GCTCCCAGTTTGGTGTGTTT60.012 20 391 1780 2170
GTAACCGGTGCTTGCACTTT60.176 20 1501 2548 4048



TATACCACCAATGAATGCCG59.257 20 234 1518 1751
TGATTCATGGCCAACAACAT59.781 20 1306 127 1432
TCTAATTTCTCGGGTGGACG60.066 20 890 1891 2780
AGTACCTGAAGGGTCCGTTG59.062 20 158 3183 3340
TGGTACGCAAACACAGAGGA60.301 20 681 2251 2931
CTGTCTTTTCTCACGAGGCA59.161 20 1014 5584 6597
CACTGGTCCGTTTGGATCTT59.966 20 471 2883 3353
CACCAAGGTCAATGCTACCC60.375 20 988 857 1844
CTGCACCAGCTTGAGAGC58.311 18 1324 111 1434
AAGAACTCCTCATTTGGGGG60.298 20 291 1161 1451
CCTCCAATTTCTCCGATGAG59.623 20 553 2673 3225
GTCTTGTCCACGATCGCC60.214 18 712 630 1341
AAGAATTGACTTCAACTCCCTGA59.268 23 1021 1205 2225
CCTTGGATTTTGTCCACCAC60.21 20 534 209 742
CTCTTTCCTCCTCAATTGGC58.861 20 534 1254 1787
GATGTGACAACGCCATGTTC59.975 20 631 3580 4210
GGAAGGAGCAGCCAGAAA59.036 18 908 1262 2169
TCCTTTCCTGATGGGTCTTT58.568 20 1731 325 2055
GTGGCAAGCAAAGTGGCTA60.003 19 1030 15 1044
GGACCATGCTCGTGTACTCTG60.727 21 1123 5308 6430
TTGATCCCACATAACTCGGG60.713 20 365 2642 3006
CCATCTTTGTCCACATCAGC59.09 20 292 1054 1345
CCCGTTGGTCAAACAACTCT60.005 20 1507 395 1901
CCATGGCCTTATCAGCGAC61.566 19 152 1372 1523
GTGCTAACATCCTGCCTTGC60.807 20 881 1291 2171
CTCACATTCAAGCTCCACCA59.831 20 1934 866 2799
ATTGTGACGAATCCAAAGCC59.939 20 587 376 962
CCACTGGATAATGGGGTTTG60.044 20 696 1710 2405
TTGGCGAAGAACCGAAGAT60.729 19 1281 1005 2285
TTTGATCCTCCAGTTTGTGG58.541 20 828 5572 6399
CTGGCTCATCACGTTCTTGT58.882 20 506 14 519
TTGCTCCAGCTGGTATTGTG59.864 20 495 3840 4334
GAATGCAGGGCAGAATTGTT60.081 20 566 628 1193
GGTGGTGCTGGAAGAAGAAG59.844 20 432 3451 3882
AACCCCAAAAGGTGTTGTCA60.246 20 254 680 933
TAAAAGCCCCTCTGCTACGA59.975 20 2204 221 2424
CACCGATGTAGTCATGTCGC60.144 20 569 502 1070
TTCTGCCCCTTCTACATTCA58.298 20 435 5832 6266
CACCTTTTTCTTCAGCAGCC59.993 20 421 1115 1535
CTGGTCCTTCAGCATCCATT60.073 20 399 4014 4412
CCAGTTATCAGGTTCCAGGC59.55 20 700 903 1602
TCTGTTCGATTCCCACACAC59.525 20 204 1185 1388
AGCAGCACCAGTAGCAATGA59.621 20 517 754 1270
TTGCTGACAACATCCACAGC60.885 20 760 1461 2220
GGAGAAGGGCCTTGAAGAAC60.19 20 799 7862 8660
ACTACAGACAACGCACCCAC58.65 20 1192 4156 5347
GAGAAGTCGATTTTTGCCCA60.192 20 163 5264 5426



ATAACACGTAGCCAGTCCCG60.015 20 863 295 1157
CGTGATTATGGAGGTGTTGC59.002 20 582 128 709
ACGTGCAGGAACACCATGT60.021 19 2401 291 2691
TCGACAGCTAAATCGCTCAA59.712 20 184 650 833
ACCGAAATAGCACGATCCTC59.154 20 445 1991 2435
ACGAGACTAGTGCGGTGAGG60.466 20 2767 781 3547
CCATGCTTCTTGTTTCCACA59.691 20 1794 763 2556
GGAGCTTCTTGTCGGAATCA60.34 20 220 165 384
TCCACAGCTACATCCACACC59.551 20 278 1650 1927
CTGAAGAAGCTGCTGCACAT59.344 20 6044 294 6337
CCATTCCCATTGCTACGAGT59.955 20 527 4176 4702
GTTCCTGGACGACGTGATG60.105 19 3077 178 3254
AGTACCTGAAGGGTCCGTTG59.062 20 179 1380 1558
ATACTAGCGTGTTCTCCGGC59.364 20 402 147 548
ATACTAGCGTGTTCTCCGGC59.364 20 246 437 682
CCCCGATGAAGTTGTAGCTG60.647 20 221 654 874
CATCAAGATCACAAGCCCAA59.648 20 263 2648 2910
AGCAACTCTTCGGTGCTGTT60.058 20 474 869 1342
AGTACCTGAAGGGTCCGTTG59.062 20 158 2643 2800
CCCGTAGATGTCCAGGCAC61.504 19 1459 612 2070
GATGCAAAGCACCACTCTCA59.992 20 246 2843 3088
CTGATGAAGCAGTTTCGCAC59.596 20 2431 726 3156
GTGGCCGTATGATGTCCTTT59.82 20 565 639 1203
TCGAGGATCAAGCTCCAGAT59.91 20 657 1165 1821
TTGGAAGTAGCACTGTTGCAG59.133 21 1374 2273 3646
AGGAGGGTGTCGAGGAGAGT60.258 20 298 598 895
TATCACCGCCATCTCGAAAC61.003 20 373 194 566
CCGTCGTTAGTATCAGCCGT60.154 20 975 317 1291
TTCAGCCTCTGCAAGATTTTC59.583 21 589 4138 4726
GGCCTTGTTGCCATCTTCT60.211 19 699 311 1009
CAAGTAAACCAATAATCTCCGCA60.361 23 711 59 769
GGAGCATTTTCCAACACAACT59.091 21 153 5845 5997
GGTGTCGAGCTCAGGATCA59.927 19 342 2856 3197
TACCTGAAGGGTCTGTTGGG59.959 20 294 2756 3049
GTCACCATGTATGCCAGCC59.941 19 1808 473 2280
GTGCAAGGCCTAGGTAAGCA60.407 20 373 545 917
TACATTGTTGTTGAGGGCGA60.111 20 739 1605 2343
AGTACCTGAAGGGTCCGTTG59.062 20 158 2742 2899
GAGGGCTGTCACCACCTCTA60.261 20 1459 100 1558
CCATTCCCATTGCTACGAGT59.955 20 530 558 1087
AGTACCTGAAGGGTCCGTTG59.062 20 158 63 220
AAATACCGGTGCAAAGCAAG60.131 20 827 172 998
AGGAATCAGCCGAGGTACAC59.166 20 641 157 797
ATGAGGAGGTGGAGGAGGTT59.929 20 301 766 1066
TCCCTCAGGATGACTCTTGG60.191 20 216 4079 4294
AATACTCCCAAGCGAAGCAA59.845 20 412 3378 3789
AGTACCTGAAGGGTCCGTTG59.062 20 158 7016 7173



CTCCCTTGGACCAGAAACAA60.081 20 530 10300 10829
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TCTGCATAACAATTGCGACC59.694 20 3339 7235 10573
TACTTCTCGCCGATCGTCAC61.348 20 418 855 1272
CTCCCTCTCCTTCATCCCTC60.149 20 505 144 648
CAATTTGTTGGCCAGAAGTG59.17 20 772 2450 3221
AAGATAATCTGCACCCGCAC60.103 20 1446 205 1650
CGTAATACCCAGCTTCACCAA60.004 21 1896 307 2202
CCATTCCCATTGCTACGAGT59.955 20 527 153 679
TACGGTAAAAGGATCCGTGA58.093 20 687 1635 2321
CGGTTAGGGTTAAGAACCGA59.084 20 957 3259 4215
CCTGCCTCAGTCATTCCATA58.67 20 1026 1048 2073
TGCATCAATGGTGTTCTTCG60.665 20 1483 2225 3707
GCGCCAATGGTATGGTACTT59.851 20 1057 1208 2264
GTAAGCCTGGTACGACTCCG59.757 20 332 2767 3098
GTACCAGGCAAAGCCAAAGA60.249 20 1036 2894 3929
TGAGTTCTTCAATGGACCACTTAT59.069 24 378 7933 8310
TCCATTCCCGACTTTCCATA60.266 20 1147 16 1162
GCAACATTCTTGATAGCCGA58.872 20 372 2703 3074
TGAATAGCCCGATGGAACTT59.528 20 1049 959 2007
ACCATATCGTGCATGGTGAA59.805 20 602 1053 1654
AACCATACCAGTGACAATGCC59.732 21 1355 610 1964
ACACTCCCCTTCTTGCAAAC59.187 20 763 701 1463
AACGCGGTTGAGGAAAATG61.016 19 1163 1521 2683
CACATTCCTAGTGCCGAACA59.716 20 730 2743 3472
CCGTGAAGTATCTCCGTGGT59.989 20 1217 3899 5115
CTTGCAAATAAACTGGGCCT59.225 20 255 355 609
AACCAGATGCCACATCATCA59.925 20 615 226 840
AGGGACTTGAACAGCGTCAC60.307 20 287 4799 5085
TGAACCTCTCCAGCCAAAAC60.232 20 2940 3533 6472
CTGAGGCAGCTTCATGCTTA59.322 20 179 1150 1328
GTTTCTTCTCCCCGTCTCCT59.676 20 131 408 538
TAAGTTGTCGAGTTTGGGGG59.964 20 1337 2239 3575
GCTCCTAATTTCTTTCTTGTCATACC59.942 26 689 5341 6029
GGCTTGAGTTGCCTCTTCAC59.997 20 426 5630 6055
ACAACACAAGGGGATGAAGG59.82 20 1592 98 1689
TTCTCCGTGTTGATGTCGTC59.682 20 719 4759 5477
TTTCACCAACAACCACTGTCA60.033 21 1231 7818 9048
CCTTATCCGGAACTCCTTCT57.348 20 348 678 1025
CCGGCTGCACAGTTCTATCT60.419 20 1378 49 1426
TGGGTCAAAGTTGATGGTGA59.935 20 301 4799 5099
TCCACACGTTCTCCTTCCTT59.697 20 645 1763 2407
AAGCAAACTCGAAACATGCC60.257 20 139 7357 7495
TAGAGTATCGCGTCCTTGGC60.374 20 239 372 610
GTGTCACACCCCGAAGTTCT60.009 20 1942 2054 3995
CATTGAGAACTTGAAGCAGCA59.209 21 1597 3764 5360
CCTCCTTTTCTACCAAAGCTGA59.886 22 1735 4993 6727



TGAAGGCCCAATTAAACGTC59.938 20 1590 5722 7311
TCTTCATGCGATGTATCCGA60.182 20 1325 1673 2997
GATCTTCTTGCCGTCGAAGT59.434 20 928 107 1034
AGCTGTAGCTGCCTTTGCAC60.74 20 821 4069 4889
AGCGATAGGCGCTAATTTGA59.971 20 1552 1160 2711
GCTGCTGGTTCTCCATCTTC59.957 20 808 866 1673
TCCATTCACATATTTCACATCCA60.067 23 285 2826 3110
CTCCTCGACAGCATCCACTC60.978 20 163 300 462
TCCACACGTTCTCCTTCCTT59.697 20 349 2099 2447
CCTCGCGTATCGTCTCGTAG60.944 20 2587 1714 4300
GCAGACATAGAATCCGCACA59.83 20 789 7031 7819
TTCCCTGGTTGCATAAGCTC60.214 20 190 2362 2551
CAAACTCCACAACCAAAGCA59.734 20 809 137 945
CAACAACTTCACCATCTTCATCA60.023 23 137 1002 1138
AAGCAGGAGCAGGTTTACGA60.015 20 587 316 902
CCAAGTGGTCCCTCGGATA60.865 19 522 127 648
TGGACTCCATAGATGATGTATAACC58.366 25 1917 207 2123
AGCATGAGCCTCAAACCAGA60.945 20 545 4838 5382
GCCCCCTGCTATGAATTTGT61.203 20 264 3017 3280
ATATCTGTTCCTCATCGCGG60.059 20 3210 6071 9280
CGAACTTTTCGGTTCTGACC59.711 20 411 93 503
TCGGAGATGGAATTGAGCTT59.773 20 916 1474 2389
AACCAGAATCCACGATCCAC59.786 20 641 403 1043
TCTAATTGCAATGGCGAGG59.777 19 333 1888 2220
ATGTATCGTTCGAAAGGCCA60.469 20 114 2364 2477
GTTTAACACGCCCTAAAGCA57.98 20 594 927 1520
TCATCCAAAGCTTCTCCAGG60.331 20 729 5118 5846
GAAACAAACCTTTGATTTAGGACA58.653 24 1263 29 1291
GCCATATTTCTTGACTCCCC58.453 20 1705 499 2203
TGCAGAGCAAGATGAACCAA60.539 20 944 610 1553
GGCTTGACTTGCCAACATTT60.118 20 185 1640 1824
TGCCTTTTGCAGAACAAAATC60.237 21 1033 179 1211
CATGTCGAAACTTTTCCCCT59.028 20 518 3480 3997
CTTCCGAAGCAGAGAAATGG59.948 20 682 7398 8079
GGAATGAACAAGCCGATGTT59.939 20 404 2097 2500
CACTTCCAGCAAGGTCAACA59.873 20 1348 3080 4427
CTTTTATCCTCCAATGCCGA60.031 20 515 513 1027
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TCAAGTGGCCAATCTCACTTT59.726 21 1318 4194 5511
GATGTCGTTGTCCGTCCTCT60.12 20 253 539 791
TGGTCAGGTTTGTACTGACTCC59.112 22 1055 224 1278
TAACACAATCCGAACCGTCA59.964 20 490 910 1399
CCGTGTTCTCGAACGTCAC60.302 19 1659 965 2623
CTCGGAATCATCCTGTTGTG59.086 20 2260 88 2347
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TGAAAACCCAAATTCACATCC59.654 21 1906 446 2351
ATGGTGCTAGCTCCGGTAGA59.859 20 1468 80 1547



CTGCAACCTTCATCTCAGCA60.136 20 5065 2823 7887
AGGTGGTGGAGGATTGTCAG59.962 20 602 11332 11933
GGCTTGCTGCTGATACATGA59.979 20 382 508 889
TGATCCATGTCCAGTATGCC59.327 20 1325 806 2130
GAAATGCTTGCTATCACTTCCTT58.966 23 1914 322 2235
CTTCCCATGTTTGCTCCAGT60.111 20 863 2148 3010
CGGCATGTACTCGTACACCA60.596 20 1441 1706 3146
AGGAGACTGCCATGGATTTG60.073 20 1697 789 2485
CAAAAATTGCTGCTGGATCA59.809 20 321 1602 1922
TTGAAGTTCATTCAGCCCCT59.67 20 1062 273 1334
TCCCCGTTTTCTTTTGTTTC59.04 20 1639 2305 3943
TTGCTGTCGACTACACCGTC59.905 20 282 3439 3720
CGGAACCACATGATGTCAAT59.219 20 814 1499 2312
TGCACTGTTGCACTTCTCTG58.732 20 1421 286 1706
CAGTTGCAAGTTTCAGACGC59.64 20 1967 1414 3380
GCAGTACAGCCTAACAGCCA59.101 20 1609 394 2002
GTCTTGATCCGCCATGGTT60.887 19 1601 2088 3688
TCTTGCATTTTGCGATTTCA60.334 20 546 1618 2163
CTTCTCCTTCACCACGCTG59.555 19 3354 513 3866
TTGGCACAGATGCTTCACTC59.992 20 216 3979 4194
CCATGAAGTTGCCATAACCC60.192 20 388 431 818
TCAGGCTTTTTCCTGCTTTG60.493 20 354 557 910
CCCTGTCGATGCACCATATC61.302 20 1172 1053 2224
GATCTTGTCGTCGGGGTTG61.484 19 204 166 369
GCAAGACGGTCCTGTTCTCT59.455 20 1599 876 2474
ACGACCCTCTCACCACAGAG60.306 20 451 939 1389
GCCTCGCAAGTGCTTCTAGT59.786 20 1014 0 1013
TGTCGTTACCAGGTTGCTTG59.758 20 577 2370 2946
CCGTAGACCATCGGTCAGA59.641 19 164 2535 2698
AGTACCTGAAGGGTCCGTTG59.062 20 179 5000 5178
CCAGTCGGATAACACAACCC60.232 20 421 585 1005
GAGCTGCCTCGGAAGTCG62.254 18 273 1443 1715
CCAGAATTTTCATCTGGTGCT59.184 21 443 19546 19988
CGTCATACATTTCATTCCATGC60.217 22 995 2814 3808
GCGGCTCTTTCATGTCTCTC60.104 20 670 2387 3056
GCGGCTCTTTCATGTCTCTC60.104 20 670 6164 6833
GCCTGACGCGTAGAAACTCT59.644 20 190 1072 1261
TCAATAGGAGCACGAGGGTT59.694 20 1111 2535 3645
GGCTGAATCTTCTTGATCGC59.923 20 396 3846 4241
CTCCGTGGGTTGTTGATCTT59.966 20 726 1409 2134
TTGGGCAACCCCAATTATTA60.012 20 550 2401 2950
CTCGGAACGGCCATAGTTTA60.089 20 1829 369 2197
AACATCGGTTTCTAACATCCC57.916 21 1163 894 2056
CTTCATCTTGGAACCATCGG60.452 20 391 2162 2552
TTGCCGACACCAATATTCTTC59.952 21 3890 2229 6118
CCATGGTGGTGGAAGAATGT60.634 20 469 3429 3897
TCCAAACTGGGTTTAGGCAG60.103 20 1908 296 2203



GCTATGCGGGTTGTACTGGT60.022 20 3202 411 3612
ACCACGATCAGTCCTAAGCC59.166 20 731 759 1489
ACCTTCCGCTCGTAGGACTC60.786 20 2144 477 2620
AAGGTTGGACCATCTGCTTG60.111 20 721 2126 2846
TTTCTCCTTCCCTTGCATTG60.184 20 1664 315 1978
AACCTTCGACCCAATGTTGT59.308 20 1046 5745 6790
ACTGAAATCAGGCCCCATC59.878 19 435 3949 4383
TGGGAAGGGAAGATGTTCAG60.042 20 1014 1107 2120
GTAGATGCTCATCAGCTGCC58.573 20 3779 4629 8407
CCGTAAATGATCACAAAGAAAGT57.396 23 817 120 936
CAAGCGACTCCATCTCATCA59.942 20 232 2266 2497
CGCATGAAGGATGGATCTC59.132 19 168 3686 3853
ACCGACAATGCAAGATCTCA59.245 20 1116 456 1571
CATGCAAGTTTTGCTCGTGT59.911 20 1775 351 2125
AGAAACCTGAACAGCCTTGG59.328 20 432 2324 2755
ACGCTTTTGGACCTCCATCT61.019 20 682 1940 2621
CTTCTTCTCCTTCACCTGCG60.126 20 352 394 745
TCATGATTTCATCATTGGGG59.127 20 218 1378 1595
GCCATAATGTCCTCGACCTC59.513 20 426 2839 3264
TCCACACGTTCTCCTTCCTT59.697 20 657 10012 10668
GTCGCACCAATTCCGTAGTC60.526 20 663 148 810
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AAAACAAAAGCTCCACCCCT59.976 20 673 2779 3451
TTCTGATTCGGGATGTCGAT60.426 20 774 331 1104
CGTGTTGTGGATTAGCGTGT59.64 20 682 215 896
GGAAAACCAGATTTTTGCCA59.916 20 892 265 1156
AACAGAACCCTCAGCCGAC60.253 19 1017 1879 2895
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TCTCCTCGGCCACAGACC62.453 18 624 778 1401
AGGCACATGATATCGACCGT60.37 20 292 698 989
TCCTATGATGCACCTTTGTCA59.138 21 266 2167 2432
TGAACTCGCGTAATAGCAGA57.287 20 790 147 936
GAGGTCCCCTGAGAAGGAAT59.492 20 653 751 1403
ACCCATCGAATCGAGAGACA60.622 20 327 222 548
AGCACGGTATTGCACAGATG59.746 20 298 1220 1517
GCTAGCTACCACTCCGGCTT60.914 20 1597 2901 4497
TGCCTTAACTGAACGCATTTC60.258 21 2348 2663 5010
GCTAGCTACCACTCCGGCTT60.914 20 1040 382 1421
TTGCAGAAATAGCAACCCGT60.637 20 888 1168 2055
TACCTCGCCACCACTTTAGC60.27 20 529 1147 1675
GGAGAGCACCACCAGCAG60.576 18 2103 635 2737
GGCCATCTAGGTCATCTTGG59.508 20 975 1973 2947
CATCCAGTGAGGTGTCCCTT59.962 20 1092 1218 2309
CTCCCTCGTGGACATTGG60.038 18 1890 189 2078
TCCGTCCTTCATAATACCCA57.888 20 942 33 974
TCATAATGTCCTCGACCTCCA60.467 21 497 2444 2940
TCGTGATTGATAGCCTGTTGA59.287 21 337 966 1302



CACAAATGCTGTTTAGATTTGTCAT59.507 25 1168 3226 4393
TAATCTTGGCCCTCATCGAC60.036 20 163 4371 4533
GCCTTTGTCTATGATTTGTTGG58.629 22 812 52 863
CTCCTTGCCATTTCCTTTTG59.679 20 444 265 708
GATGTCGTTGTCCGTCCTCT60.12 20 179 301 479
CCCTTCTCCTTCACGAAGTC58.866 20 411 6014 6424
GAACACCACCGGGAAGAACT61.318 20 3982 301 4282
GTACCAACCTCTTGGCATCC59.41 20 651 763 1413
CAGAATACTCGCCCTTCTCG59.971 20 720 1428 2147
ACCCTGTCCCGACGTACAC60.856 19 200 2491 2690
AGCTGAAGCCGTTCCAAGTA60.015 20 1012 507 1518
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TATCCTTCTCGCTATCCCCA59.622 20 1926 129 2054
ATCAGCCTCGGGAAATCG61.118 18 1680 2306 3985
CAAGCTTCTTCAAATTCGGC59.96 20 176 2770 2945
GGAACTGAAAGTTTAGAGGCCA59.762 22 1254 1774 3027
TGACGCTCAGTATTTTCTTCATT58.089 23 2656 1973 4628
AGAACTCACCGGCTGCAC59.988 18 563 5326 5888
AGCGCACTTGAGTTACCAGC60.602 20 767 799 1565
GATCAGGATGTCCCCCTTCT60.278 20 291 525 815
GCTATCACGAATGACCCCAC60.348 20 315 3978 4292
GCTGTATTTGCCCCTCAGGT61.401 20 1539 707 2245
GATCGACGAAAATCCGGTAA59.901 20 1514 282 1795
TCCTCGAGCTCGTCCACTAT59.973 20 445 553 997
TGTAGAGGAAGAAAACCGGC59.312 20 1357 1397 2753
TGTTGGTGCAGGTAGTCCAA60.152 20 708 3593 4300
ATGATCTGTGCTCCGAGGAA60.769 20 736 788 1523
CTGAGCTGGAGAATGCATCA60.096 20 340 1672 2011
TGGTGCTACCAGACGAGGAT60.678 20 802 1792 2593
AGAAACTCCGAACTTGGCCT60.247 20 721 127 847
AAATCCATTTCCTCACGCAG60.074 20 1041 678 1718
CAGCAGCAAATGGTTCTTCA59.988 20 437 3065 3501
TCAGGTCTACTTGATCCACCC59.003 21 724 1468 2191
TCTCCCATTTCATGACCCAT60.135 20 1266 153 1418
ATGTCCGGTACCTCGGATTT60.578 20 313 1805 2117
GAGGCCTGACTTGCTTGG59.499 18 1277 38 1314
CAAGGGCTTCAGTCGACAAG60.964 20 201 2822 3022
AGTCGTCCCACAACCATCTC59.969 20 688 350 1037
TTCTTTCCGCCACTCTCAAC60.375 20 1245 698 1942
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
AGGCCCGAAGAAATACCACT59.962 20 258 453 710
TCCCTCTGTCTCCCCGAG61.35 18 305 116 420
AGCGTCGACTGTCAAGCAG60.35 19 259 137 395
ATGAAGCACCTTGAGTTCGG60.255 20 1394 1568 2961
GGTAACTTCCAGGACAGCCA60.111 20 204 528 731
GGGAATGCTCCAGTGACTTC59.661 20 303 2228 2530
TGTACCCAGGTCCCAAGTTC59.82 20 176 3449 3624



TCACTGGAATTGCTCCCTCT59.803 20 700 1160 1859
ATATCTGTTCCTCATCGCGG60.059 20 2940 3237 6176
AGTACCTGAAGGGTCCGTTG59.062 20 158 7524 7681
AGTTCTGCACCTTACGTGCTT59.067 21 653 4332 4984
CCCTGTGATTACCTCTTGGG59.401 20 1162 262 1423
CACTTCTTCTTGCGGCAGTT60.571 20 1064 462 1525
CGCTCTTGCCCATATGGTAT59.945 20 373 1318 1690
AGTCAGTGCAGGAGCCTGAG60.757 20 242 1418 1659
CAATCCTGGACCAGAACCAC60.363 20 398 875 1272
AGAAACGCTACATCGCTGGT59.904 20 1153 987 2139
CCCGGCGAGATCAGAGATAG62.168 20 1610 2321 3930
GCACCTCAACCTGTAACCGT60.035 20 1442 19 1460
CTAACCTCAGCCTCTGCTGC60.299 20 666 5678 6343
ATGGGACAAAGACGTATGGC59.82 20 805 345 1149
GGGGATCCTCCAGTTTTGTT60.169 20 1593 1103 2695
TTGGCTAGCCTCAGGATTTG60.344 20 317 3423 3739
CTCCTAGCCAGCAACACCTC60.012 20 1136 325 1460
CCTTGTCCTGAATGTGAAGC58.287 20 590 3183 3772
TCGTACTTGGACACCACCAC59.441 20 2752 255 3006
GCTCAGGCTCTTGTTCAGGT59.604 20 2692 278 2969
AGTACCTGAAGGGTCCGTTG59.062 20 158 6110 6267
GGCCATGACTTGCAGAAGAC60.812 20 2570 323 2892
TCCAGCCACCATGACTTGTA60.112 20 138 329 466
TATATCCCCAACTTCCGGTG59.64 20 333 3656 3988
AGGGATATTCATCCGAGCG60.006 19 685 873 1557
GCCGATTTCTTCTTCACAGC59.962 20 174 2052 2225
CTAGCCGCTGACGCAATAAT60.384 20 1027 30 1056
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
GTCCCTCTTCTGCCTGTCTG59.986 20 2065 2544 4608
TTTGCATGCTCCAGATTATCA59.271 21 1888 2926 4813
ATTGTCTCCTGGCATTCTGC60.226 20 938 2478 3415
GTACGTGGTATCAGGCAGGG60.397 20 249 306 554
AGTACCTGAAGGGTCCGTTG59.062 20 158 2473 2630
CACGGGAGTCCTTCTTCACT59.3 20 886 892 1777
GGGGAAGTGCTACATCGGTA59.955 20 903 871 1773
GCCATTGCCCATTCTACTGT59.962 20 1346 914 2259
CAAACAAACCACCGATCCA60.351 19 922 1461 2382
TCGAGCTTCTTTCCTAGCTCC60.235 21 833 1513 2345
GGCTTCAGGAATCACATAAGG58.659 21 377 274 650
TCCACACGTTCTCCTTCCTT59.697 20 671 2321 2991
ATCTCGTAGCGCAGGTTGTT59.904 20 759 515 1273
AAGGACAGGTTTAGCAGCGA60.015 20 1481 39 1519
GAGTATCCTGCTGGAATCGG59.653 20 337 1233 1569
GAGGGAGGAGAGGCATTTTT59.651 20 2651 10403 13053
AGTTCCATCCTCGCCTCACT61.192 20 5076 2167 7242
GATGCAGTGGTGTCCTTGAG59.261 20 2939 616 3554
TAGGCAAGCCATCAACCTCT59.836 20 417 258 674



CAGATTGTCACCATTGCAGG60.112 20 753 7430 8182
CACCATGTGACCAACTTTGC60.008 20 444 443 886
TCAAGGGCTTTGGCTAAGAA59.953 20 483 317 799
TTCTCAGCTTCTTCTTCGCC59.836 20 253 2602 2854
TATGTGCGAATTTGTCCCAA59.93 20 2041 170 2210
CATGATAATCAATTCATCCCCC60.227 22 1256 2781 4036
ATACGCTACCGCAGCCACT60.832 19 328 386 713
AGGCACATGATATCGACCGT60.37 20 293 722 1014
ATTTCTCCCTGATTGGAGCA59.629 20 310 172 481
GTTGACACATGTTGGATGCC59.819 20 5938 104 6041
CATGGGCTGAGTTCCTCATT60.073 20 2488 1821 4308
CCAGCATTCTGGATCTCCTT59.239 20 1121 2118 3238
TCTGTTGCAAAGCACTACCG60.05 20 1039 1138 2176
GCACTTGGTGCTTTGAATGA59.847 20 792 1021 1812
CGGCCTGCAGTGGTAAGTA59.873 19 173 1380 1552
AGCATGTGGTTTCAGTGCAG59.905 20 410 12 421
CAGTGCACCTGCTTCATTTG60.449 20 669 3839 4507
TACAGAACCTGAGGCTTGGG60.246 20 470 783 1252
GCAGAAGGGAAGGCTCATC59.902 19 1797 765 2561
GCTGACGCAATAATCCTCCT59.297 20 1018 30 1047
GTTTCTCGAGGGTTGCAGTT59.333 20 883 1208 2090
TCCATTCCCGACTTTCCATA60.266 20 929 1104 2032
AAGACTTGGCCATTGTTTGC60.118 20 503 200 702
TTGCTGCATTCTTGATCCTG59.948 20 1280 619 1898
TCACAGACCCATCATCTTGC59.637 20 146 3365 3510
GAACGACCTTCAACAAAGGG59.569 20 788 1119 1906
TACCGCGTATTTTACCTTCTG57.081 21 140 104 243
AAACCATATTTTGACTGTGCTTCA59.939 24 1084 509 1592
CTCCGGCTTCTCGTCCAC61.965 18 885 337 1221
CAACAGACCATTGGGTTTGA59.389 20 315 341 655
CTGCCACTTCGGAATCATCT60.218 20 808 1055 1862
TCAACCTTCATTGGCTTCTTT58.823 21 275 1904 2178
GCTTCACCTCCAGCAAAGTC59.997 20 1866 249 2114
CTCAACAAGACACACCCACAA59.626 21 501 182 682
AAGCAGAAGTCGAAGCCTCA60.277 20 198 1442 1639
CGTCTTTCCGGCGAGGTA62.278 18 1047 288 1334
GGCCACAGAGCCACATAACT60.142 20 1734 213 1946
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
GTCTCCTCGGCCTCAGAC58.388 18 554 876 1429
TGCCCCAGCTTCAAGATAGT59.836 20 750 288 1037
AGTACCTGAAGGGTCCGTTG59.062 20 179 1380 1558
TCATTTGGGTTGAGGAAACC59.767 20 1015 2980 3994
ATCTGGTACTTCGCCTGCAC60.285 20 1214 123 1336
GGCCTTGAGATTTACCAGCA60.214 20 1163 2689 3851
GGCCTTGAGATTTACCAGCA60.214 20 1163 478 1640
GGAAACCGAGGAATAGGAGG59.897 20 2950 525 3474
GTTGATGATGGTGATGGCAC59.776 20 206 338 543



TCAATTCCGTCCACAGTGTC59.525 20 668 6509 7176
GAAGTCGTGGACAACAGGTG59.152 20 1264 2106 3369
TCCATCTCTCATACGGGACC59.886 20 1923 2025 3947
AAAAAGGCCCTTCTCAGCA59.94 19 529 6176 6704
AGCTGATCATTTCTGCTTCTCA59.222 22 303 9764 10066
ATTGGAGTTTGGGCTCTCCT60.074 20 597 2017 2613
CGTCACCCTCATCGTGTATG59.984 20 653 3303 3955
GCCATTCTCTCGAACACCTC59.81 20 2511 204 2714
ATCGACTCCGACGTCATCA60.222 19 3152 2864 6015
TCGACAGAAAACACCTGCAC59.88 20 1121 70 1190
TCACATTGAGGGTGAACGTC59.525 20 1234 154 1387
GGGAGTCACAATATCAACTCCA58.912 22 1107 11515 12621
TGGTAAGAAGCGAGAGCATTT59.124 21 630 12833 13462
GCGTCCATCTTCTTCCTTGA60.34 20 207 3402 3608
CTGCCGCTAGCTTAGCTGAT59.911 20 913 159 1071
CAGCACCTACCATTTGCATC59.152 20 715 1131 1845
GTACAGCTCCCAGTTCGCTT59.501 20 1837 882 2718
ACCAGGTAGATGACCGCAAA60.517 20 2066 199 2264
TTCCTTTCACAGTATTCTTTGCC59.659 23 7862 463 8324
AACCCAAACCACGCTTGTTA60.399 20 1044 326 1369
GGACTTGAAGACCCTCTCCG61.16 20 1313 1558 2870
AGCCGTCTGCTTGAAATGTT59.882 20 286 1428 1713
CGCTGAGCTTTCGCACTTAT60.678 20 645 2179 2823
CATAATTGCTGACGCCGAC60.235 19 275 2066 2340
CGTCGCCATCTCCTTCTT58.905 18 1748 1313 3060
GGCTGCAGTTGCATCTTTC59.542 19 1231 2154 3384
CTCCGCCTTCTCCTCCTC60.024 18 168 378 545
CTTCGAACTTGTCCGTGTGA59.873 20 198 1256 1453
CCATGTTCACGAAAACGAGT58.623 20 2732 2763 5494
GCACCGAGTTCAAATCCATC60.47 20 298 50 347
CCTTGCTGACGAGCAAAAA60.119 19 2193 248 2440
AACTGCCTTCATCGAAATGG60.074 20 348 7630 7977
GAGGAAGTGGGGTCTTCTTCT58.796 21 413 2304 2716
GGCGAGGATCATCAGGAG59.241 18 1376 4302 5677
TCCAGTGACCTCCTGCTTCT59.986 20 495 5648 6142
TCCACACCAGTACCACCAAC59.283 20 624 142 765
ACACCACCTTCTTCGTCTGG60.151 20 154 328 481
GACCACCTCTGACAACCACC60.421 20 1817 3842 5658
CCTCCAAAAGGAACAAAGGA59.143 20 1225 1353 2577
CCAAATTAGCCGTCCTATCG59.564 20 235 1684 1918
CCCTCTTCTTTCCTTCAGGG60.175 20 409 1797 2205
CCCCCTCTCATGAACAAGAA60.042 20 535 2628 3162
ATTTTTCCAATGTCCACCCA60.029 20 513 9 521
GGCAGATCAACCTGACTGGTA60.126 21 842 3069 3910
AGGTGATGGGGTAGTTGGTG59.697 20 2653 237 2889
GTTGCATCATACTGCTCCCC60.492 20 462 2440 2901
GCTGGTCTGGACGAAAGAAC59.851 20 703 1871 2573



TTTTTCGTCAAACTCTGGGC60.227 20 408 3425 3832
TCCAGTGTTGTCACCCGTTA60.001 20 214 995 1208
CAACACCGTGTGGAACGTAG60.065 20 1000 438 1437
AAGATCAAAAACCATGATATGCAA59.753 24 773 683 1455
CCTTCTTCCGCCATTGTAAA60.067 20 789 1305 2093
AGCATGTCGTAGTCGTCGC60.032 19 505 2586 3090
CAAGATCCTTGATGGCCTGT60.073 20 5197 462 5658
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CGATCGTTCTCGTTCTCGTT60.397 20 1683 6759 8441
AGTACCTGAAGGGTCCGTTG59.062 20 158 10995 11152
ATCTCCACGATGTTCCTGCT59.685 20 534 797 1330
TTAACCAACACCAAAGCGGT60.399 20 859 1363 2221
TTTTTGGTACTCTCGGACTTG57.025 21 538 1619 2156
AAACGAGTTGATTCACCATGC59.992 21 634 2606 3239
AGTACCTGAAGGGTCCGTTG59.062 20 158 8755 8912
CTTGTTCTTTGTTGGCCGAT60.11 20 520 1412 1931
CCAATTCTTCAACCCCTTCA59.903 20 1315 347 1661
GATCACCGGCAACACCTC60.054 18 738 5464 6201
CAGAACTCCACTGACATGCAA59.889 21 3508 872 4379
GGTTCACCAACGATTTCAGG60.353 20 2570 25896 28465
GAGGTCGGTTGCCTTTAAGA59.312 20 1962 29750 31711
GGCATTGAGGCCAATACATC60.304 20 747 549 1295
AGTACCTGAAGGGTCCGTTG59.062 20 158 7243 7400
CGTCAACTTTCGCCTTCTTT59.494 20 345 7483 7827
AGGCACATGATATCGACCGT60.37 20 293 698 990
TCTGGTGCTACGGAACAGTG59.897 20 1472 88 1559
GGGAATACCTGACGCGAGTA60.096 20 835 342 1176
GGCGGTAGCACCTAGCAG59.572 18 1393 5 1397
TTCTCCCTTATTTGTGCTTGAA58.875 22 1083 4380 5462
AAAGCCAATCTGCGATGAGT59.843 20 317 6 322
GGATATCGGTGGAGGCGT60.861 18 689 1028 1716
CATTTGGAAGCACACCCTG60.096 19 513 4874 5386
GAAGCGCATGTCCCATTTTA60.971 20 292 5601 5892
CAATTGAACATTGCCGAACC61.266 20 1334 366 1699
TTTGGGTGTAAACACATGCC59.297 20 307 2434 2740
GTGGTGGACCCTGACTCG60.088 18 212 4629 4840
TACCTGAAGGGTCTGTTGGG59.959 20 156 1344 1499
TTCCAGTCCTTTGCCAATTC60.051 20 8148 6011 14158
AGGTTGGCGACGTAGAGGT59.736 19 1361 2001 3361
CCAATCGCACACACCGTT61.607 18 537 7 543
AGTACCTGAAGGGTCCGTTG59.062 20 179 1380 1558
CTGGCCTTGGAACTCTTCAA60.366 20 598 449 1046
CACCACTGTCACACCCTGAA60.627 20 2291 205 2495
ATGGCTTCCTTGACTGTTGG60.111 20 784 22 805
AGTACCTGAAGGGTCCGTTG59.062 20 158 2534 2691
ATCCTGAACAACCATACCCG59.67 20 235 10 244
CAGAGTTTCTTGTTTTGGGGA59.201 21 1129 26 1154



AAATATGCAACCGATGCTCC59.929 20 1344 3373 4716
CAGTACTGGCTGCTTCCCTC60.012 20 1043 4967 6009
TCCACACGTTCTCCTTCCTT59.697 20 635 1819 2453
TGCCTTCCCTTTTTAGAGCA59.953 20 2069 196 2264
CCTGGAAAAATCTTGGCGTA60.067 20 479 4105 4583
CCTTAAAAACTCGGATGCCC60.792 20 915 6486 7400
TGTTCATAAGCTTCACTAGCTTGG59.972 24 713 10242 10954
GGATGGCGAGGAGGATGTA60.99 19 1855 2633 4487
TAAGGGAAAGAACCTGGCTG59.308 20 417 63 479
TCCTCGGTCGTGTAACCTTC60.111 20 969 96 1064
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CCTTCACTCTGGGAATTTGG59.521 20 3753 642 4394
TGGTCCATCTGAGCTGTCAA60.402 20 1245 4491 5735
CACTTTGGAACACATGGCTG60.152 20 1242 2315 3556
CCTGCAGCTGCTCCATTATT60.374 20 1533 3537 5069
TCCTCCGCCTTATCAGTCAC60.218 20 192 595 786
TAGGGACTCCAACAATCCGA60.452 20 368 1651 2018
AGAGGGTATTGGGGTACGCT59.848 20 238 954 1191
AGGTTGTAGAACGCCCGAC60.126 19 1018 582 1599
TGATGGTTTTCTCCCAATCC59.727 20 143 2099 2241
CGAACCCTGTCTTCGTTGTT60.149 20 870 49 918
TCTGTCCCGAGTAGAGCCAT59.827 20 314 108 421
TGCATTGTGCAAGGATTTTC59.67 20 2232 864 3095
TAGTCTGACCTTGGTGCGTG59.897 20 1289 100 1388
GCAATATCTACATGATGGTCCAC58.342 23 610 4030 4639
ATGTCAGGTCCAAATACCGC59.82 20 560 4368 4927
GCAGCCGATTTCTTCTTCAC59.962 20 254 1973 2226
TTTGCAGGGACTAAGGATGC60.214 20 956 178 1133
CACACGACCAGAAGATCCAA59.676 20 507 3660 4166
CCTCCCTCTCCCCTTGTG60.6 18 480 6832 7311
ACTGCCATTCCTGGTGTTG59.535 19 330 624 953
CCAATGAGTTGCCCTGAAAA61.001 20 529 86 614
GCAGTTGATCCATACCTCCC59.366 20 643 8 650
CGTAGAGTTCTGGGTGCTGA59.034 20 450 1675 2124
GCGGCTCTTTCATGTCTCTC60.104 20 670 7279 7948
CGATCGAGACGGTACTAGCC59.859 20 831 15 845
GCTCACTGGATTACCTTCTGC58.95 21 312 2703 3014
AAATGCACGAATCTTGGACC59.939 20 1028 15 1042
TGCAGGACTGGTTCTTTGAA59.415 20 335 18 352
ACACGACCCAAAGGAATACG59.853 20 3407 64 3470
TGCCTCTCTCAAGCGTTTCT60.277 20 1026 2792 3817
TCCACACGTTCTCCTTCCTT59.697 20 657 1617 2273
ACATCTCCCTCAGCTTCCGT61.192 20 8159 369 8527
TTCCTCATTTTCTCGAATCCA59.631 21 2258 2349 4606
AGCTACCACTTCGGCTTGAG59.639 20 1798 280 2077
TCCCTCTGCGATTGTATCGT60.624 20 811 2071 2881
TAGCTACCTCTCCGGCTTGA60.11 20 1667 6641 8307



GATGTGGGAATTGATCCAGG60.135 20 1612 739 2350
AGTAAGGTCCAGCAACCCCT59.994 20 2073 449 2521
TGCTCAATAACTTTCCAATCTTTG59.68 24 696 87 782
CCCGTACTCTCGTTCACCTC59.721 20 6070 230 6299
CAGCAAGAACTGGGGATGAT60.073 20 7520 6827 14346
TGATATCCCACAAGCCATCA59.883 20 748 755 1502
TTTGGGTGTAAACACATGCC59.297 20 353 3223 3575
TCCACACGTTCTCCTTCCTT59.697 20 309 755 1063
TATCAATACCAGGCTGACGG58.599 20 308 854 1161
GTGCGGATGCACAATCTTTA59.694 20 1058 9139 10196
AGCTGAACTCCATTGTCAACAG59.401 22 613 3883 4495
AGGTCGTTGAATAGCTTGGC59.34 20 475 6848 7322
TGTCATCGTGCTTAAAGGTGA59.332 21 915 7496 8410
CTCGAATCCTTCTTTGTCCA57.865 20 986 8388 9373
TAGTCGTTGTCGTGGTCAGG59.745 20 2045 446 2490
CTTCTTCACGTTGCACCCTT60.291 20 2467 693 3159
TGCCAACTCCTGCTAGAACA59.591 20 958 728 1685
AGTACCTGAAGGGTCCGTTG59.062 20 158 2631 2788
GTACGGCAACGCGAAGTAG59.502 19 601 4965 5565
GATTGAGGAGGTGGCCAAT59.878 19 718 1581 2298
ATTTCACCAGCAATTTTGGC59.945 20 839 23 861
GCATCAGCAGCAGCATTACT59.207 20 1237 79 1315
AGTACCTGAAGGGTCCGTTG59.062 20 179 1378 1556
AGTGCTTCCCTTTCTCCCTC59.817 20 241 253 493
GCACGAAGAGTTGCAGAGAG58.909 20 922 756 1677
CGTTCGTTCTCCTCATGGAT60.073 20 260 218 477
ACGCTTCAGAAAGAGCCAAA60.132 20 148 4154 4301
GAATGCTCCACCAACAACCT59.973 20 178 6752 6929
GGGCACTGATTCCCGTAGT59.942 19 443 425 867
AGTACCTGAAGGGTCCGTTG59.062 20 158 2521 2678
AGAAGCCCTGTAGCCACAAC59.357 20 1399 3135 4533
TCACGTTTCTCGAGCCTTCT60.134 20 1223 2008 3230
AGCCAATCCATTGCTGAAGT59.7 20 3971 352 4322
TGCTGTTCTTGAACACCCTG59.873 20 1813 574 2386
AGGAGTGACCGGTCTGCAT60.695 19 219 1335 1553
CCGAGTAATCATCAGCGTCA59.823 20 249 1695 1943
TAGGTGGTCGTTGACAGGTG59.591 20 1018 515 1532
GCAAAGCAAAAGTATTGCCC59.726 20 676 3760 4435
TCCATTGTCAAAACCTCCTTG59.956 21 757 5230 5986
GTGTCTTGCTTGCATCGTGT59.912 20 2242 1224 3465
TGGTCGACAACGTTCTGTTT59.187 20 600 2233 2832
TGAACCATGATATCGAAGAAAGC60.453 23 330 2674 3003
GGAAGATGGGGTTGTTTCCT60.169 20 789 1733 2521
GGCTTGAGTTGCCTCTTCAC59.997 20 404 2759 3162
AGTACCTGAAGGGTCCGTTG59.062 20 158 2596 2753
CTGTATCGTCAGGTCTCGGG60.668 20 1599 396 1994
TGAGGTAATCCAGCCTCAATG60.081 21 904 6471 7374



GACAACCAGTCGAAAGTCCC59.555 20 401 1626 2026
AGACCCTTTGCCTCATTGTT58.646 20 388 543 930
CCTTCTTTTATCTTCTCCAGCAA59.067 23 428 1689 2116
TAGCCCCCGTAGTACGACAA60.514 20 1084 19 1102
CCACAAAGCTCACCACCTCT60.298 20 193 1656 1848
AGAAACAGCCCAGTCTCTTCA59.076 21 283 6004 6286
TCCTGGGACTAAAATGCACA59.123 20 719 11226 11944
TGAACAACAACTCCATCGCT59.293 20 668 231 898
GGGATGTTGACAATTTGCCT59.797 20 916 1714 2629
GCAACATGAGGAAAGAAGCC59.82 20 897 159 1055
TGGACTTTTCTGCTTCACAGC60.565 21 864 2319 3182
GCTGCTTGGGCTTTCTCTTT61.006 20 2025 183 2207
TGGTTCTTTTGTTTGTCTTCAGC60.666 23 2298 1096 3393
CATGTTCATACCATCCGCAA60.343 20 920 3621 4540
TGACAAAGGGTAGTCAGCAGG60.297 21 3145 1196 4340
CCCCCTGTTACACTACCAGC59.473 20 279 4876 5154
AGTACCTGAAGGGTCCGTTG59.062 20 158 2749 2906
CTCCTTGACAGGTGCAGACA60.022 20 189 3320 3508
CGATGTTGTTCTTGGTGTCG60.152 20 652 927 1578
GGTGCTCCACCCTTTTACCT60.361 20 318 442 759
TGTTTTCCCATCAAAATCGG60.671 20 173 2833 3005
CCACCAAGTGCACAAGAAGA59.873 20 994 4155 5148
TCCACACGTTCTCCTTCCTT59.697 20 374 1396 1769
TCGTCGATCCTCTTCGTTTT59.813 20 990 3192 4181
GGTGATGGTAGGGCACTCAA60.924 20 190 4139 4328
CTTCTTCTGCGAAAACGGAC59.993 20 2127 11535 13661
TTGAAAGCCACCATCACCTC61.046 20 1643 1992 3634
AGGTCTCCCAGACCATGTGA60.527 20 544 5014 5557
CTTCAAATCCGCCACGTC60.201 18 245 322 566
GAGCATCGTGAACCAAGTCA59.837 20 188 1324 1511
CCGAGTAATCATCAGCGTCA59.823 20 273 2374 2646
CAAGCACATTCAGTAGACGCA60.065 21 469 62 530
CAAGCAGCACAGACGATACAA60.065 21 1001 514 1514
ATATCTGTTCCTCATCGCGG60.059 20 3143 5741 8883
CTTCGCCTTTTTCAAACTCG59.99 20 638 3949 4586
GATGTTTGCACTGCATCCTG60.272 20 782 4567 5348
AGCTGCTCTGCTCACCACTC60.916 20 387 348 734
GCAGCTGAACAACATCTGGA59.992 20 124 316 439
TAGCGCTCATTAGCATCACG60.14 20 282 1084 1365
AGGCACATGATATCGACCGT60.37 20 292 698 989
TACCATTTACCCTTCGCTGC60.096 20 1336 4 1339
CTTCTCCTCACGTGTCACCA59.864 20 1512 701 2212
GTGGGTGTGCAGGACCTATC60.395 20 419 43 461
GAGTATCCTGCTGGAATCGG59.653 20 337 1233 1569
TGGGATCTTGGAGAAGATGG60.003 20 512 115 626
GAACAGAGCAAGCCCAGC59.663 18 134 4831 4964
ACCAGCTCTGTGAAGTCCGT59.907 20 914 238 1151



AAATCCTCGTCCAGGAATCA59.483 20 657 93 749
GCTAAACCTCCTGCCAATGA60.214 20 1997 242 2238
CAAACGGAACCTATCCACCA60.745 20 627 171 797
TGGGATAGGTCCCTCCGTAT60.537 20 2545 217 2761
TCTTGGTCGGGATTGGATTA60.266 20 1050 4006 5055
CCTCCAAAAGGAACAAAGGA59.143 20 1423 1352 2774
CTTTACGCATTTGATCCCGT59.96 20 2610 1169 3778
CCAAATTAGCCGTCCTATCG59.564 20 213 1536 1748
CCCTCTTCTTTCCTTCAGGG60.175 20 398 1727 2124
GAGGCAAACCAAAGAACAAAA59.234 21 870 433 1302
CCCCATCCAGGAGGTTTATT60.011 20 268 1310 1577
CACCAAGCCTTTGAACAACA59.734 20 851 4066 4916
TACTCCCCATGCTTCACCTT59.55 20 236 2499 2734
TGTCAACTCCACAGATTCTAATGA58.767 24 484 2125 2608
AAAATCAGTACTGCTAGTCGTGG57.669 23 244 52 295
TCATCAAGCATTTCACGAGC59.955 20 639 2048 2686
CCTTGGATCCTCTGCAGCTA60.495 20 2208 2317 4524
TCCAGTGTTGTCACCCGTTA60.001 20 183 4734 4916
CTTTCTTCCCTTCCTCCTCC59.252 20 1022 1362 2383
GAGAGCCGAACTGGTTTGAG59.989 20 787 745 1531
CCATTAGGATGGTGGAACCC61.326 20 334 270 603
TCCTTCCTCTTGCTCACTGG60.523 20 797 15 811
TTGATCTTGAAGGGTGCCAT60.461 20 92 792 883
TCGTGGTAGTACATCAGCCG59.74 20 441 246 686
TTTTGGGAATCTGTTGGACC59.767 20 1312 871 2182
AAGAGGCAGGCCTTTCAT57.387 18 1627 605 2231
ACCGACCCTCACTTAGGCTT60.132 20 1443 1296 2738
TTTTCCTCCTCATCCTCAGC59.361 20 321 2936 3256
TAAAAGCAAAGCCTTCGGTG60.368 20 543 3695 4237
TGGTTTACCCTTTCGGTCTG59.964 20 149 3837 3985
ACGATCAGCTTCCCCTCC60.16 18 268 3951 4218
CACCACAAGAACAGATCCCA59.52 20 833 41 873
TTGAGACTGGCTGACCAATG59.831 20 6543 320 6862
AACTTGATCCATTGCATCGC61.014 20 1028 219 1246
ATATCATTCATGTTGCCCCC59.468 20 348 74 421
ACCACTCGAGTCTGATTCCC59.105 20 227 1066 1292
ACGACCTCGGGGTCAGAG61.262 18 1092 1213 2304
CAGGGTTCATTGATGCTCCT60.073 20 368 2586 2953
TCGAGGCAGAAGAAGTAGCC59.717 20 1933 201 2133
CCTGCAGTCCTGCTCTGAAT60.555 20 520 277 796
TCTTCCTCAGTACCTTCAAGACG59.929 23 2189 25 2213
TGAACAATATTTCCATCCCCA60.002 21 633 7960 8592
GCTTGGCAATGGCTAGAGAC59.985 20 975 8626 9600
AGCTACCACTTCGGCTTGAG59.639 20 2205 4154 6358
GGCTTGAGTTGCCTCTTCAC59.997 20 509 8622 9130
GGAGAACATCCTCTCCACCA60.048 20 236 297 532
AAGGTTTTTGGATTGTTGAGATT58.129 23 357 686 1042



AACTTGATCCATTGCATCGC61.014 20 1043 992 2034
GCCCGACATGATCTCTTCA59.734 19 515 55 569
GATCCATTCCTGGAGCGTAA60.036 20 818 946 1763
TATCACCTTCATCACGCCAA60.073 20 2722 257 2978
TTGGCCACTTCAAAGAATCC60.051 20 507 3086 3592
GTCTTCTCGTCCTCTTTCGC59.166 20 635 2871 3505
ATTGCTACTCGGTTTCGCAC60.278 20 1249 497 1745
AGCTTCAGGTTCAGTTGCG59.176 19 177 7 183
TCAGACTTGGGGAATTTTGG59.903 20 188 3084 3271
GAACTGCAAGGTGTTCGTCA59.88 20 231 3994 4224
CACGACAGGGGTGTTTGAC59.988 19 5206 1725 6930
TTGAAATTCCACCATGCTCA60.049 20 667 364 1030
TGCATGTACTTAAGCGGACG59.895 20 1903 40 1942
CAGGCGGAAACACCAGTC60.246 18 333 176 508
GTACCTGAAAGGTCCGTTGG59.449 20 157 9578 9734
CAGATGTGGAAAGCACCTCA59.831 20 707 1686 2392
GTGATCACCCACGACATGAT59.189 20 163 229 391
TGTTAGACTGCCCGGATAGG60.088 20 578 629 1206
GTCGCACCAATTCCGTAGTC60.526 20 282 432 713
AGTACCTGAAGGGTCCGTTG59.062 20 158 702 859
GCCCAGAAATTCTCAAACCA60.051 20 946 37 982
ATGCGTCCATGACACAAGAA60.12 20 218 9585 9802
TTGAAAGTTTCGAATCTGAGTTG58.551 23 2642 10037 12678
GCATGGTGGAGTTGTCGTG61.188 19 162 2815 2976
AACTTGATCCATTGCATCGC61.014 20 1071 177 1247
ATGATCCCTTTATCACCCCC59.843 20 365 612 976
GAAGATGGCCAACTCGGTAG59.694 20 758 8167 8924
CCAATCACAGCCAAAGATGA59.648 20 296 1508 1803
CTGAGTCGGTATGACCGGAG60.668 20 585 6831 7415
TTTGTCGCGTCCCAAAAC60.643 18 676 404 1079
TGGTTCTATTACTCCAACCCG58.96 21 552 9540 10091
AGGTCATTTTCTTGGCATCG60.074 20 215 585 799
CCATTCCCATTGCTACGAGT59.955 20 527 5675 6201
ACCCTTTAGCACACTTCCGA59.734 20 1062 374 1435
GAACAGCCTCTCATCAGCCT59.56 20 725 1416 2140
TGAAGAATGCTTGGTTTCCC60.051 20 1558 623 2180
AGCAGACCTTTCCATCAACG60.255 20 2480 5460 7939
CCTCTGAGGTAGCATCCACAA60.262 21 980 11135 12114
TTGGCAGAAACTTACCGAGAA59.869 21 1628 926 2553
TGGCATGGATGCTGCTATAA60.201 20 327 2475 2801
GCTTCTCAAAAACCGCATCT59.457 20 703 2432 3134
GCCACCTTCATGTTGTGAGA59.682 20 141 1360 1500
ATCCCCTTCTCTCGATCTCC59.594 20 1246 2375 3620
TGGAGCAACATTTTTCTTTTGTT60.03 23 484 7232 7715
GCAAGCTTCTTCAAATTCGG59.96 20 169 741 909
GCAGAAGATGCTCTCCAACC59.957 20 3102 405 3506
AGTACCTGAAGGGTCCGTTG59.062 20 179 2336 2514



TTCCTTCATGCACTTCTCCC60.195 20 844 5435 6278
GGCTCAAGGTTCTGTGGAAG59.844 20 899 3135 4033
AGTACCTGAAGGGTCCGTTG59.062 20 179 7010 7188
CTCCTTGACAGGTGCAGACA60.022 20 189 7603 7791
GGTCGTTGTCTCCTGGCTC60.823 19 637 178 814
GGATCAAAACCCCAAAAGGT60.032 20 264 360 623
AGGGGCGGAGGTAGAGTATG60.476 20 1968 11 1978
AGTACCTGAAGGGTCCGTTG59.062 20 179 4511 4689
CCATCCACATCGTCATCGTA60.353 20 634 329 962
TCTAAGGAATTCGCAAGCGT59.982 20 650 770 1419
AACAGCCGCCTCCTCTTC60.497 18 339 28 366
GCTATGAGGTTGTGGTGCCT60.142 20 392 1797 2188
AGCCCAAAAGCTCAAAGTCA59.993 20 254 3782 4035
GGAATCGGCCTGTAGTGGTA59.955 20 294 1255 1548
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TCCACACGTTCTCCTTCCTT59.697 20 673 1819 2491
CCAAGCTCGGATGGTGTACT60.134 20 555 300 854
CTCTCCACGTTCCCTTCCTC61.16 20 798 172 969
GCCATTCGCTTTATGCTCTC59.951 20 1460 1894 3353
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CGTGCTCTTCCAGTTCCTTT59.473 20 855 2234 3088
AGGCTTCTCAAAAGTGTGACG59.529 21 1495 12544 14038
ATATCTGTTCCTCATCGCGG60.059 20 3372 5864 9235
AGTACCTGAAGGGTCCGTTG59.062 20 158 10588 10745
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
TAATCCAATTCCGAACAGCC59.901 20 588 3177 3764
ATCTGTTGGAACATCCTCCG59.927 20 258 8421 8678
AACATCCCAGCGTGTTTAGC60.14 20 869 2677 3545
TTAGCTGTCCAAGCTGGAGG60.529 20 1375 2287 3661
GTCTTGCCATGATCTCTGGG60.622 20 1861 2754 4614
CCCTTTAGTGGTGACCAAACC60.626 21 3278 300 3577
GTGTAGGAGCCTGAGGTGGA60.261 20 222 3001 3222
ATATCTGTTCCTCATCGCGG60.059 20 2797 4673 7469
AACAAAACGAGCGAACTGCT60.059 20 1299 9 1307
AGTACCTGAAGGGTCCGTTG59.062 20 158 624 781
CGATTTCTTCTTCACCGCAG60.904 20 248 1441 1688
ACGGTGTGATTCCTGTGTCA60.005 20 3626 7004 10629
TGACATCACCTTCAGCAATCA60.256 21 192 3699 3890
TACCTGAAGGGTCTGTTGGG59.959 20 294 1912 2205
GTCTTTCTCTCCATTTGCCG59.813 20 390 3500 3889
AGTACCTGAAGGGTCCGTTG59.062 20 158 2450 2607
CTTGTATACGCTCCCTGCGT60.292 20 1103 197 1299
TGAGCATTGTGAAGCCTCTG60.136 20 793 375 1167
GCTTCCCATCAAGGTCTTGTAA60.483 22 337 3019 3355
AGTACCTGAAGGGTCCGTTG59.062 20 158 1380 1537
CAGGTATTTTGCTGGTTGGG60.357 20 1228 94 1321
GGCGTAGTTTCTTCATAAGGGA59.63 22 440 3540 3979



AATTCAAAATCGGCTGTGAG57.821 20 1052 2815 3866
CCACTTGCTCTTCTCCTCGT59.598 20 895 732 1626
AGGACCAGCGCGTAGAATTA59.867 20 792 127 918
GCAGCTTCTCGTAGATGGGA60.504 20 226 334 559
ATCCAAACAGGGCCAGAAG60.058 19 585 1257 1841
CTCACGTCATCCTCCACCTT60.112 20 298 3703 4000
AATTTCGCCACATTTTGCC60.832 19 224 84 307
TCGGCTTTCTCCAGTGATTT59.813 20 851 611 1461
TCTCCTCGAGCATGAGCAC60.247 19 2696 57 2752
TTTTCGCCTTTTCGGTGTAG60.236 20 958 5152 6109
AACTCAACCGTCGCATAACC60 20 1771 1541 3311
GCTTCTGCTAGAAGTTGCCC59.222 20 404 64 467
TAGTGCTTTTCCTTGCCTCC59.452 20 653 3080 3732
CAATTAGTGGGCCACCTGAG60.508 20 1712 1640 3351
ATGTTTTGGGGATGTTGAGC59.797 20 419 2694 3112
GCTATCTGCATCGCAAACAA59.983 20 419 106 524
AGGGGTATGCATGGTTCAAG59.813 20 707 683 1389
AACCCGGGTCTCCTGTTACT59.856 20 778 3284 4061
CAGCAGCACTAGCAGAGCAC60.104 20 1532 1216 2747
CAAATTCTCCATTCAAGCACTC58.836 22 986 429 1414


