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Abstract 

The inheritance of powdery mildew resistance in sesame 
was studied in the segregating generations of a cross 
involving Rama (susceptible) and VRl-1 (resistant) 
genotypes. The F2 plants segregated in a ratio of 9 
(resistant):7 (susceptible) indicating a digenic mode of 
inheritance with complementary epistasis for powdery 
mildew resistance in sesame. The RGA marker (h2_ 13m22a) 
reported to be linked to the powdery mildew resistance in 
sesame found to produce the expected allele (280bp) in the 
resistant parent (VRl-1) and the resistant bulk, while the 
allele was absent in the susceptible parent and the 
susceptible bulk. In F2 generation plants, the marker 
h2_ 13m22a co-segregated with the resistant plants 
indicating its tight linkage with the gene for powdery mildew 
resistance. The marker would be useful in marker assisted 
selection of plant in the breeding for powdery mildew 
resistance in sesame. 
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Sesame (Sesamum indicum L., 2n=26), commonly 

known as "Queen of Oilseeds" is a self-pollinated crop 

and belongs to the family Pedaliaceae. It is a short 

duration crop grown throughout the year and fits well 

into various cropping sequences/systems (lmran et 

al. 2018). World production of sesame seeds was 

estimated at 6.016 million tons, led by Tanzania, 

Myanmar and India (FAQ, 2020). In India, it is mainly 

cultivated in the states of Gujarat, Rajasthan, Madhya 

Pradesh, Tamil Nadu, Odisha, Andhra Pradesh, Uttar 

Pradesh, Karnataka and Chhattisgarh. Powdery mildew 
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is the most devastating disease of sesame causing 

considerable yield loss and is almost appear in all 

sesame growing areas with high rainfall and humidity 

coupled with low night temperature (Mallaiah et al. 

2016). The study of the inheritance pattern of the 

disease along with mapping the resistance gene(s) 

and tagging these against the disease can help the 

breeding programme much easier and reliable. The 

use of RGA-markers is comparatively recent and 

efficient for genotyping of disease reactions (Panigrahi 

et al. 2016). Hence, the present investigation was 

undertaken to study the inheritance pattern of powdery 

mildew (PM) resistance and validate available RGA

markers linked with powdery mildew resistance in 

sesame. 

To study the genetics of powdery mildew 

resistance, a cross was made between resistant 

genotype VRl-1 and susceptible genotype Rama during 

2017-18 at OUAT, Bhubaneswar. The F 1 plants along 

with the parental genotypes were raised during kharif, 

2018 and obtained the F2 seeds. The F2 plants were 

raised in the field during rabi, 2018-19 under artificial 

inoculation for assured disease expression. The level 

of resistance/susceptibility of F2 plants was calculated 

by the percent of disease index (PDI) and accordingly 

the plants were grouped as resistant and susceptible 

one. The chi-square (+
2
) test was applied for testing

the goodness of fit for the expected segregation ratio 

in F2 • 

Published by the Indian Society of Genetics & Plant Breeding, A-Block, F2, First Floor, NASC Complex, IARI P.O., Pusa Campus, New
Delhi 110 012; Online management by www.isgpb.org; indianjournals.com



DNA and 1 unit of 

programmed for 5min at 95



(




